TableS1 Clinicopathological characteristics of the TCGA patient cohorts
	Variables
	TCGA (n=1093)

	Age
	

	   ≤60
	604(55.3%)

	  >65
	489 (44.7%)

	gender
	

	male
	0

	female
	1093(100%)

	stage
	

	Ⅰ
	181(16.6%)

	Ⅱ
	618(56.5%)

	Ⅲ
	249(22.8%)

	Ⅳ
	19(1.7%)

	Unknown
	24(2.2%)

	T staging
	

	T1
	279(25.5%)

	T2
	632(57.8%)

	T3
	138(12.6%)

	T4
	39(3.6%)

	Tx
	5(0.5%)

	N staging
	

	N0
	512(46.8%)

	N1
	361(33.0%)

	N2
	120(11.0%)

	N3
	78(7.1%)

	Nx
	22(2.0%)

	M staging
	

	M0
	907(83.0%)

	M1
	21(1.9%)

	Mx
	165 (15.1%)



Table S2 Relationships between genes in PABMS and riskscore with immune cell
	PABMS
	Immune cell
	cor
	P value

	EZR
	Resting mast cells
	0.147
	1.78E-06

	EZR
	Neutrophils
	0.14
	5.55E-06

	SBK1
	Naive B cells
	0.102
	0.00098272

	SBK1
	Memory B cells
	-0.115
	0.000186699

	SBK1
	Activated natural killer cells 
	0.108
	0.000475944

	SBK1
	Monocytes
	-0.108
	0.000462771

	SBK1
	M2 Macrophages
	-0.114
	0.000220031

	L1CAM
	Activated memory CD4+ T cells
	0.135
	1.16E-05

	L1CAM
	M0 Macrophages
	0.212
	3.96E-12

	L1CAM
	M1 Macrophages
	0.205
	2.07E-11

	L1CAM
	M2 Macrophages
	-0.216
	1.49E-12

	L1CAM
	Activated dendritic cells 
	0.118
	0.000124992

	L1CAM
	Resting mast cells
	-0.298
	6.53E-23

	CXCL1
	Memory B cells
	0.141
	4.79E-06

	CXCL1
	CD8+ T cells
	0.198
	9.25E-11

	CXCL1
	Activated memory CD4+ T cells
	0.261
	9.23E-18

	CXCL1
	T follicular helper cells
	0.202
	3.84E-11

	CXCL1
	Activated natural killer cells 
	-0.257
	2.43E-17

	CXCL1
	Monocytes
	0.192
	3.59E-10

	CXCL1
	M0 Macrophages
	0.177
	8.40E-09

	CXCL1
	M1 Macrophages
	0.238
	5.48E-15

	CXCL1
	M2 Macrophages
	-0.299
	4.60E-23

	CXCL1
	Resting dendritic cells 
	0.148
	1.47E-06

	CXCL1
	Activated dendritic cells 
	0.193
	3.25E-10

	CXCL1
	Resting mast cells
	-0.429
	3.47E-48

	CXCL1
	Activated mast cells
	0.161
	1.59E-07

	CXCL1
	EZR
	-0.145
	2.60E-06

	CXCL1
	L1CAM
	0.341
	6.23E-30

	CXCL1
	riskScore
	-0.525
	2.39E-75

	riskScore
	CD8+ T cells
	-0.134
	1.28E-05

	riskScore
	Activated memory CD4+ T cells
	-0.116
	0.000169394

	riskScore
	T follicular helper cells
	-0.187
	1.12E-09

	riskScore
	M2 Macrophages
	0.14
	5.27E-06

	riskScore
	Resting mast cells
	0.17
	2.95E-08

	riskScore
	Neutrophils
	0.121
	8.57E-05




