[bookmark: _GoBack]virB2 is the most transcribed gene within the virB operon
The depicted graph relies on data extracted from the RNA-seq analysis conducted by Kleinman et al. 2017.


Differential expression of all the virB operon genes of Brucella abortus 2308 when compared to its ΔvjbR mutant. The culture where incubated in the minimal medium MM1 at pH 5.5 for 3 h. 
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