Supplementary Figure 1 - Correlation between ROBO1 and AQP3 in Prostate adenocarcinoma (PRAD). Data are extracted from TIMER web server.
Supplementary Figure 2 - Correlation between ROBO1 and NGFR in Prostate adenocarcinoma (PRAD). Data are extracted from TIMER web server.
Supplementary Figure 3 - Correlation between ROBO1 and NR3C1 in Prostate adenocarcinoma (PRAD). Data are extracted from TIMER web server.
Supplementary Figure 4 - Correlation between ROBO1 and PER3 in Prostate adenocarcinoma (PRAD). Data are extracted from TIMER web server.
Supplementary Figure 5 - Correlation between MPZ and AQP3 in Prostate adenocarcinoma (PRAD). Data are extracted from TIMER web server.
Supplementary Figure 6 - Correlation between MPZ and NGFR in Prostate adenocarcinoma (PRAD). Data are extracted from TIMER web server.
Supplementary Figure 7 - Correlation between MPZ and NR3C1 in Prostate adenocarcinoma (PRAD). Data are extracted from TIMER web server.
Supplementary Figure 8 - Correlation between MPZ and PER3 in Prostate adenocarcinoma (PRAD). Data are extracted from TIMER web server.
Supplementary Figure 9 - Correlation between NCAM1 and AQP3 in Prostate adenocarcinoma (PRAD). Data are extracted from TIMER web server.
Supplementary Figure 10 - Correlation between NCAM1 and NGFR in Prostate adenocarcinoma (PRAD). Data are extracted from TIMER web server.
Supplementary Figure 11 - Correlation between NCAM1 and NR3C1 in Prostate adenocarcinoma (PRAD). Data are extracted from TIMER web server.
Supplementary Figure 12 - Correlation between NCAM1 and PER3 in Prostate adenocarcinoma (PRAD). Data are extracted from TIMER web server.
Supplementary Figure 13 - Correlation between NGFR and AQP3 in Prostate adenocarcinoma (PRAD). Data are extracted from TIMER web server.
Supplementary Figure 14 - Correlation between NGFR and NGFR in Prostate adenocarcinoma (PRAD). Data are extracted from TIMER web server.
Supplementary Figure 15 - Correlation between NGFR and NR3C1 in Prostate adenocarcinoma (PRAD). Data are extracted from TIMER web server.
Supplementary Figure 16 - Correlation between NGFR and PER3 in Prostate adenocarcinoma (PRAD). Data are extracted from TIMER web server.
Supplementary Figure 17 -TIMER Survival analyses in Prostate adenocarcinoma for AQP3 gene.
Supplementary Figure 18 -TIMER Survival analyses in Prostate adenocarcinoma for BCL2 gene.
Supplementary Figure 19 -TIMER Survival analyses in Prostate adenocarcinoma for CXCR2 gene.
Supplementary Figure 20 -TIMER Survival analyses in Prostate adenocarcinoma for GATA3 gene.
Supplementary Figure 21 -TIMER Survival analyses in Prostate adenocarcinoma for MMP9 gene.
Supplementary Figure 22 -TIMER Survival analyses in Prostate adenocarcinoma for  MPZ gene.
Supplementary Figure 23 -TIMER Survival analyses in Prostate adenocarcinoma for NCAM1 gene.
Supplementary Figure 24 -TIMER Survival analyses in Prostate adenocarcinoma for NEFH gene.
Supplementary Figure 25 -TIMER Survival analyses in Prostate adenocarcinoma for NGFR gene.
Supplementary Figure 26 -TIMER Survival analyses in Prostate adenocarcinoma for NR3C1 gene.
Supplementary Figure 27 -TIMER Survival analyses in Prostate adenocarcinoma for PER3  gene.
Supplementary Figure 28 -TIMER Survival analyses in Prostate adenocarcinoma for ROBO1 gene.
Supplementary Table 1 - Functional annotation analysis of downregulated differentially expressed genes in negative perineural invasion samples using the DAVID tool. P < 0,05 was considered statistically significant.
Supplementary Table 2 - Functional annotation analysis of upregulated differentially expressed genes in negative perineural invasion samples using the DAVID tool. P < 0,05 was considered statistically significant.
Supplementary Table 3 - Functional annotation analysis of downregulated differentially expressed genes in positive perineural invasion samples using the DAVID tool. P < 0,05 was considered statistically significant.
Supplementary Table 4 - Functional annotation analysis of upregulated differentially expressed genes in positive perineural invasion samples using the DAVID tool. P < 0,05 was considered statistically significant.
Supplementary Table 5 - Functional annotation analysis of upregulated differentially expressed genes in negative perineural invasion samples intersected with differentially expressed genes in Schwann cells dataset using the DAVID tool.  P < 0,05 was considered statistically significant.
Supplementary Table 6 - Functional annotation analysis of upregulated differentially expressed genes in positive perineural invasion samples intersected with differentially expressed genes in Schwann cells dataset using the DAVID tool.  P < 0,05 was considered statistically significant.
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Supplementary Figure 1  -   Correlation between  ROBO1   and   AQP3  in Prostate  adenocarcinoma (PRAD). Data are extracted from TIMER web server.   Supplementary Figure 2  -   Correlation between  ROBO1   and   NGFR  in Prostate  adenocarcinoma (PRAD). Data are extracted from TIMER web server.   Supplementary Figure 3  -   Correlation between  ROBO1   and   NR3C1  in Prostate  adenocarcinoma (PRAD). Data are extracted from TIMER web server.   Supplementary Figure 4  -   Correlation between  ROBO1   and   PER3  in Prostate  adenocarcinoma (PRAD). Data are  extracted from TIMER web server.   Supplementary Figure 5  -   Correlation between  MPZ   and   AQP3  in Prostate  adenocarcinoma (PRAD). Data are extracted from TIMER web server.   Supplementary Figure 6  -   Correlation between  MPZ   and   NGFR  in Prostate  adenocarcinoma (PRAD). Data are extracted from TIMER web server.   Supplementary Figure 7  -   Correlation between  MPZ   and   NR3C1  in Prostate  adenocarcinoma (PRAD). Data are extracted from TIMER web server.   Supplementary Figure 8  -   Correlation between  MPZ   and   PER3  in Prostate  adenocarcinoma (PRAD). Data are extracted from TIMER web server.   Supplementary Figure 9  -   Correlation between  NCAM1   and   AQP3  in Prostate  adenocarcinoma (PRAD). Data are extracted from TIMER web server.   Supplementary Figure 10  -   Correlation between  NCAM1   and   NGFR  in Prostate  adenocarcinoma (PRAD). Data are extracted from TIMER web server.   Supplementary Figure 11  -   Correlation between  NCAM1   and   NR3C1  in Prostate  adenocarcinoma (PRAD). Data are extracted from TIMER web server.   Supplementary Figure 12  -   Correlation between  NCAM1   and   PER3  in Prostate  adenocarcinoma (PRAD). Data are extracted from TIMER web server.   Supplementary Figure 13  -   Correlation between  NGFR   and   AQP3  in Prostate  adenocarcinoma (PRAD). Data are extracted from TIMER web server.   Supplementary Figure 14  -   Correlation between  NGFR   and   NGFR  in Prostate  adenocarcinoma (PRAD). Data are extracted from TIMER web server.   Supplementary Figure 15  -   Correlation between  NGFR   and   NR3C1  in Prostate  adenocarcinoma (PRAD). Data are extracted from TIMER web server.   Supplementary Figure 16  -   Correlation between  NGFR   and   PER3  in Prostate  adenocarcinoma (PRAD). Data are extracted from TIMER web server.   Supplementary Figure 17  - TIMER  Survival analyses   in Prostate adenocarcinoma for  AQP3  gene .  

