Supporting Information:TSS

Figure S1. In-silico Analysis of the KIF18A Promoter Sequence Reveals Two Potential c-Jun Binding Motifs. The figure displays a sequence of -2000 bp to +100 bp relative to TSS (+1) within the KIF18A promoter region. Transcription factor (TF) binding motif analysis was performed using the Promo Alggen program with a matrix dissimilarity threshold set at 0. Two putative c-Jun binding motifs are denoted as site 1 and site 2 respectively. The transcription start site (TSS) is marked as +1.

Table S1. Systematically transcriptome analysis of all accessible protein kinases positively correlated with KIF18A in cervical cancer. (see appendix)

Table S2. In-silico analysis of binding motifs for potential transcription factors on KIF18A promoter.
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ATAATAAGACCTCACTATTGCCATGTTTAAATTCACTTTTACTTTTTCCATTTTTATTTTTTGGTCTGAAACAACTTTAAATCTAACTTTTCATTTATC
CTTATCTCTGCTCTTTGGTTTACAATGAAAGTATATTAAACTTGTATTCTGATAACACAGCAGTTATACTCCAATTTTTAACTAAAAGTGGGAATTTCTG
TCTCATTAGCTCTATGTTTAGAAACTACAAGGAGCAAGGTGGCACAGTAGTGGGATTGATTGTAATGTCAAAATCTCTCTGCTTTAACCAAATGTACAAT
TCCTTTAAAATATGGACCTCATCATCTGAACACTGTTAAATGGCAAGTGTAACACTGAATTTGAAATCTAAAGTACTTGGATTAGGTGTGAAAACATCTG
TGGCACTGATAAACCTTATACAATGTGGGTGTCAAAAAAGACAAACTTTAAAACACTTCTATTCTTCACCAATGATCCATGCAATTTTACAAGCAACTGG
c-Jun binding site 1 (-1423/-1417)
CAAMTATGCATATTTTCAGACTGGATTAAGATATTCTCTTAATGTCACTTAATCCAGAAAGTATTTCAGAGACAAATGACTCAATTCTGAATTGCCTTG
CCTGTATAGTTCAAGACAAAATTTTGTGTTAGGAATTTTCTGAAAACTTCAGTTTTCTCTCAGAAAAATGAAAATAATATTACCTACGTCTCATGGGCTG
TTTTGAGAATTAACTGAGAGACCATATGTAAAGGGACTAATAAAATACCTGGGAAGTCAAAACGTAAAGTACTATACAATGAGTTCTTACTGGAAATAAA
GACATCTCGATTTTATTACCAAGACCAGCAGCACACAAATAACCATTTCATTAGCTAAGATACACGTAATACAGCCAAAAATAAGTAGTAGCTTTATTGA
TCCTCTGTCTAGTGATCAGAAACAATAATATAACATGCATCACATACAGTACACAATACTCCCGATTTTCCTCAACAGGAAATAAATGTCCATAATACAG
c-Jun binding site 2 (-957/-951)
AGGTTTCCATATATTGTTGCATTTATAATACTCTGCATGGGTATGAGTCAITCCTATTTATAAAGTGATATTGAATCCACAAAATATAAGCTCCAAGAGGG:
AAGAGTTTGATTCCATTGCATACTATTGTGTCTAAAATCTAAATAATTGCTAAATGGATACAATAACAGTAATATATAGAACAATGAAATTCAGATACTG
TTATTAAAAACACCCTGCCAAATAAAGTTATTTTAGCAAACGTATTTCCGATTTGTTCCAGGTATTTTCTCTCTTTTTAAAGTGTCTATGCTGAAATAAT
ATCTATAACCTGGGACTTAAAAAAAATCACTTCACCTAATAATAAACCAAGCCAAAATCTTTAAATTTATTTTGTTATGCCATCATTAGACAGAGAATGT
AAAAAGTAACCAAACAGAAAATAGTTTCACGGTCAGTACTAATGGGAGTAGGCCTGGAAGTCCTGAGAAATGAAGCCTGAGGCCTCAACCCAAAAGATCT
CCAATTAATTCAGGTGAAGAGACCCCACATTTTGGCCCATATTAATGTGTCTGGAAGAAACAGGTCCCTACAACTTCTTGGAGGCCTCACTACTCAGAGA
AAAGAAAATAAACACCCAGAACCCATTAATCCACACCCAAACTCCACCTCTCCCCCTAGCAGAGGGCATAGGCCAACCCCTGCCCGCAGCAGTCTCACTC
ACACCCTTAACTCTGGGACCGGGCCCTGCACCCGCCGGTCTACAGGAGGCCTGGTGATCTCAAGTGGCTGCCTCCCACCAGCAGCTCCGGCCTAGCCCCG
CCCACTTTGGCCACCGCCTCCGGAAACGGCCGCGCGCGTTGCCACGGTGACGAGCAAGCAAAGAGCTTCCCCTGCGCAGCCAGGCTGAGCTTCTTGGCGC
CAAGCTGCCGCGAGCCGTGACAGCGTCCGACGTGATGACATCACGCGAGCGGCAGCCAATGAAACGAAGCGCTGAGGAAAGTGGCTTGGGTTTGAATATT

+1 GTGGTTGAGTCTGAAGCGCTGGGAGGCGGACATTAAAGTGAAGTGGTTGCGGTAACCTGGCCTGGGCCTGAAGTGAGTGAGAGGCACATGAAG
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ATAATAAGACCTCACTATTGCCATGTTTAAATTCACTTTTACTTTTTCCATTTTTATTTTTTGGTCTGAAACAACTTTAAATCTAACTTTTCATTTATC
CTTATCTCTGCTCTTTGGTTTACAATGAAAGTATATTAAACTTGTATTCTGATAACACAGCAGTTATACTCCAATTTTTAACTAAAAGTGGGAATTTCTG
TCTCATTAGCTCTATGTTTAGAAACTACAAGGAGCAAGGTGGCACAGTAGTGGGATTGATTGTAATGTCAAAATCTCTCTGCTTTAACCAAATGTACAAT
TCCTTTAAAATATGGACCTCATCATCTGAACACTGTTAAATGGCAAGTGTAACACTGAATTTGAAATCTAAAGTACTTGGATTAGGTGTGAAAACATCTG
TGGCACTGATAAACCTTATACAATGTGGGTGTCAAAAAAGACAAACTTTAAAACACTTCTATTCTTCACCAATGATCCATGCAATTTTACAAGCAACTGG
c-Jun binding site 1 (-1423/-1417)
CAAMTATGCATATTTTCAGACTGGATTAAGATATTCTCTTAATGTCACTTAATCCAGAAAGTATTTCAGAGACAAATGACTCAATTCTGAATTGCCTTG
CCTGTATAGTTCAAGACAAAATTTTGTGTTAGGAATTTTCTGAAAACTTCAGTTTTCTCTCAGAAAAATGAAAATAATATTACCTACGTCTCATGGGCTG
TTTTGAGAATTAACTGAGAGACCATATGTAAAGGGACTAATAAAATACCTGGGAAGTCAAAACGTAAAGTACTATACAATGAGTTCTTACTGGAAATAAA
GACATCTCGATTTTATTACCAAGACCAGCAGCACACAAATAACCATTTCATTAGCTAAGATACACGTAATACAGCCAAAAATAAGTAGTAGCTTTATTGA
TCCTCTGTCTAGTGATCAGAAACAATAATATAACATGCATCACATACAGTACACAATACTCCCGATTTTCCTCAACAGGAAATAAATGTCCATAATACAG
c-Jun binding site 2 (-957/-951)
AGGTTTCCATATATTGTTGCATTTATAATACTCTGCATGGGTATGAGTCAITCCTATTTATAAAGTGATATTGAATCCACAAAATATAAGCTCCAAGAGGG:
AAGAGTTTGATTCCATTGCATACTATTGTGTCTAAAATCTAAATAATTGCTAAATGGATACAATAACAGTAATATATAGAACAATGAAATTCAGATACTG
TTATTAAAAACACCCTGCCAAATAAAGTTATTTTAGCAAACGTATTTCCGATTTGTTCCAGGTATTTTCTCTCTTTTTAAAGTGTCTATGCTGAAATAAT
ATCTATAACCTGGGACTTAAAAAAAATCACTTCACCTAATAATAAACCAAGCCAAAATCTTTAAATTTATTTTGTTATGCCATCATTAGACAGAGAATGT
AAAAAGTAACCAAACAGAAAATAGTTTCACGGTCAGTACTAATGGGAGTAGGCCTGGAAGTCCTGAGAAATGAAGCCTGAGGCCTCAACCCAAAAGATCT
CCAATTAATTCAGGTGAAGAGACCCCACATTTTGGCCCATATTAATGTGTCTGGAAGAAACAGGTCCCTACAACTTCTTGGAGGCCTCACTACTCAGAGA
AAAGAAAATAAACACCCAGAACCCATTAATCCACACCCAAACTCCACCTCTCCCCCTAGCAGAGGGCATAGGCCAACCCCTGCCCGCAGCAGTCTCACTC
ACACCCTTAACTCTGGGACCGGGCCCTGCACCCGCCGGTCTACAGGAGGCCTGGTGATCTCAAGTGGCTGCCTCCCACCAGCAGCTCCGGCCTAGCCCCG
CCCACTTTGGCCACCGCCTCCGGAAACGGCCGCGCGCGTTGCCACGGTGACGAGCAAGCAAAGAGCTTCCCCTGCGCAGCCAGGCTGAGCTTCTTGGCGC
CAAGCTGCCGCGAGCCGTGACAGCGTCCGACGTGATGACATCACGCGAGCGGCAGCCAATGAAACGAAGCGCTGAGGAAAGTGGCTTGGGTTTGAATATT

+1 GTGGTTGAGTCTGAAGCGCTGGGAGGCGGACATTAAAGTGAAGTGGTTGCGGTAACCTGGCCTGGGCCTGAAGTGAGTGAGAGGCACATGAAG
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CIEBPB CCAAT enhancer binding protein beta CEBP-related 4 41
c-Jun AP-1 transcription factor subunit Jun-related 7 2
ER-alpha Estrogen receptor Steroid hormone receptors (NR3) 5 1
FOXA1 forkhead box A1 FOX 8 2
FOXP3 forkhead box P3 FOX 6 1
GATA-1 GATA binding protein 1 C4-GATA-related 6 1
GCF GC-rich sequence DNA-binding factor 2 9 1
GR nuclear receptor subfamily 3 group C member 1 _| Steroid hormone receptors (NR3) 7 3
HNF1A HNF1 homeobox A POU domain factors 8 1
IRF-2 IRF2 Interferon-regulatory factors 6 6
MEF2A myocyte enhancer factor 2A Regulators of differentiation 1 1
NF-1 neurofibromin 1 Nuclear factor 1 8 1
p53 tumor protein p53 p53-related factors 7 1
Pax-5 paired box 5 Paired domain only 7 3
PRA progesterone receptor isoform A 7 3
PRB progesterone receptor isoform B 7 3
STAT4 signal transducer and activator of transcription 4 | STAT factors 6 4
TBP TATA-box binding protein TBP-related factors 7 10
TCF-4E transcription factor 7 like 2 E2A 7 1
TFI- general transcription factor Ili 6 2
XBP-1 X-box binding protein 1 XBP-1-related factors 6 2
YY1 YY1 transcription factor More than 3 adjacent zinc fingers 4 17





