Table. S1 Sequences of primers used in this study.
	Primer name
	Sequence

	FABP5-foward
	5′-AGTTCAGCAGCTGGAAGGAAG-3’

	FABP5-reverse
	5′-CGCCCATTTTTCGCAAAGCTA-3’

	E-cadherin-forward
	5′-CGAGAGCTACACGTTCACGG-3’

	E-cadherin-reverse
	5′-GGGTGTCGAGGGAAAAATAGG-3’

	Claudin-1-forward
	5′-CTGGGAGGTGCCCTACTTTG-3’

	Claudin-1-reverse
	5′-ACACGTAGTCTTTCCCGCTG-3’

	ZO1-forward
	5′-CAACATACAGTGACGCTTCACA-3’

	ZO1-reverse
	5′-CACTATTGACGTTTCCCCACTC-3’

	N-cadherin-forward
	5’-TCAGGCGTCTGTAGAGGCTT-3’

	N-cadherin-reverse
	5’-CATTTCACGCATCTGGCGTTC-3’

	Vimentin-forward
	5’-AGTCCACTGAGTACCGGAGAC-3’

	Vimentin-reverse
	5’-CATTTCACGCATCTGGCGTTC-3’

	Snail1-forward
	5’-TCGGAAGCCTAACTACAGCGA-3’

	Snail1-reverse
	5’-AGATGAGCATTGGCAGCGAG-3’

	Snail2-forward
	5’-CGAACTGGACACACATACAGTG-3’

	Snail2-reverse
	5’-CTGAGGATCTCTGGTTGTGGT-3’

	Twist-forward
	5’-GTCCGCAGTCTTACGAGGAG-3’

	Twist-reverse
	5’-GCTTGAGGGTCTGAATCTTGCT-3’

	Sox10-forward
	5’-CCTCACAGATCGCCTACACC-3’

	Sox10-reverse
	5’-CATATAGGAGAAGGCCGAGTAGA-3’

	MMP2-forward
	5’-TACAGGATCATTGGCTACACACC-3’

	MMP2-reverse
	5’-GGTCACATCGCTCCAGACT-3’

	MMP3-forward
	5’-CTGGACTCCGACACTCTGGA-3’

	MMP3-reverse
	5’-CAGGAAAGGTTCTGAAGTGACC-3’

	MMP9-forward
	5’-AGACCTGGGCAGATTCCAAAC-3’

	MMP9-reverse
	5’-CGGCAAGTCTTCCGAGTAGT-3’

	ZEB1-forward
	5’-TTACACCTTTGCATACAGAACCC-3’

	ZEB1-reverse
	5’-TTTACGATTACACCCAGACTGC-3’

	ZEB2-forward
	5’-CCTCTGTAGATGGTCCAGTGAAG-3’

	ZEB2-reverse
	5’-GTCACTGCGCTGAAGGTACT-3’

	TRAF2-forward
	5’-GCTCATGCTGACCGAATGTC-3’

	TRAF2-reverse
	5’-GCCGTCACAAGTTAAGGGGAA-3’

	NOX4-forward
	5’-CAGATGTTGGGGCTAGGATTG-3’

	NOX4-reverse
	5’-GAGTGTTCGGCACATGGGTA-3’

	CCL2-forward
	5’-CAGCCAGATGCAATCAATGCC-3’

	CCL2-reverse
	5’-TGGAATCCTGAACCCACTTCT-3’

	IL-1β-forward
	5’-ATGATGGCTTATTACAGTGGCAA-3’

	IL-1β-reverse
	5’-GTCGGAGATTCGTAGCTGGA-3’

	IL-6-forward
	5’-ACTCACCTCTTCAGAACGAATTG-3’

	IL-6-reverse
	5’-CCATCTTTGGAAGGTTCAGGTTG-3’

	IL-10-forward
	5’-TCAAGGCGCATGTGAACTCC-3’

	IL-10-reverse
	5’-GATGTCAAACTCACTCATGGCT-3’

	CSF1-forward
	5’-AGACCTCGTGCCAAATTACATT-3’

	CSF1-reverse
	5’-AGGTGTCTCATAGAAAGTTCGGA-3’

	CSF2-forward
	5’-TCCTGAACCTGAGTAGAGACAC-3’

	CSF2-reverse
	5’-TGCTGCTTGTAGTGGCTGG-3’

	CSF3-forward
	5’-GCTGCTTGAGCCAACTCCATA-3’

	CSF3-reverse
	5’-GAACGCGGTACGACACCTC-3’

	TRADD-forward
	5’-GCTGTTTGAGTTGCATCCTAGC-3’

	TRADD-reverse
	5’-CCGCACTTCAGATTTCGCA-3’

	ICAM1-forward
	5’-TTGGGCATAGAGACCCCGTT-3’

	ICAM1-reverse
	5’-GCACATTGCTCAGTTCATACACC-3’

	TRAF3-forward
	5’-GCTGTCCTGACAGAAGAGAACT-3’

	TRAF3-reverse
	5’-TTTAGCGGCGGGTTAGTCTG-3’

	TRAF6-forward
	5’-TTTGCTCTTATGGATTGTCCCC-3’

	TRAF6-reverse
	5’-CATTGATGCAGCACAGTTGTC-3’

	GAPDH-forward
	5’-ACCCAGAAGACTGTGGATGG-3’

	GAPDH-reverse
	5’-TTCAGC TCAGGGATGACCTT-3’



