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	Antibodies
	Cat. No.   
	Source   
	Dilution ratio


	PARP1
	A19596
	ABclonal, China
	
	1:2000 for WB

	Casp7
	PTM-5297
	PTMalo, China
	
	1:2000 for WB

	CASP7 Cleaved
	8438T
	CST, USA
	
	1:2000 for WB

	CASP3
	A16793
	ABclonal, China
	
	1:2000 for WB

	CASP3 Cleaved
	AB32042
	Abcam, UK
	
	1:2000 for WB

	DFNA5/GSDME
	A7432
	ABclonal, China
	
	1:2000 for WB

	DFNA5/GSDME-N’
	ab215191
	Abcam,UK
	
	1:2000 for WB

	P53
	A3185
	ABclonal, China
	
	1:2000 for WB

	CDKN1A/P21
	A19094
	ABclonal, China
	
	1:2000 for WB

	BCL2
	AF0060
	ABclonal, China
	
	1:2000 for WB

	FAS
	A0233
	ABclonal, China
	
	1:2000 for WB

	BAX
	A0270
	ABclonal, China
	
	1:2000 for WB

	CCNA2 (Cyclin A2)
	A19036
	ABclonal, China
	
	1:2000 for WB

	CCND1 (Cyclin D1)
	A0310
	ABclonal, China
	
	1:2000 for WB

	AIF
	A2568
	ABclonal, China
	
	1:2000 for WB

	Endo G
	A8801
	ABclonal, China
	
	1:2000 for WB

	[bookmark: _Hlk155120007]Cytochrome c pol
	10993-1-AP
	Proteintech, USA
	
	1:2000 for WB
1:200 for IF

	Cox IV
	A6564
	ABclonal, China
	
	1:2000 for WB

	b Actin 
	66009-1-Ig
	Proteintech, USA
	
	1:20000 for WB

	GAPDH
	60004-1-Ig
	Proteintech, USA
	
	1:80000 for WB

	DDDDK-tag
	AE005
	ABclonal, China
	
	1:2000 for WB

	HA-tag
	AE008
	ABclonal, China
	
	1:2000 for WB 
1:200 for IF

	Ki67
	    A11390
	ABclonal, China
	
	1:200 for IF





Table S2  Primer sequences for molecular cloning
	
	Primer name
	
	Sequence information


	GALK1-HA
	
	F: 5’-CGTCGACGGAGATCTATGGCTGCTTTGAGACAGCC-3’

	
	
	R: 5’-CCGCAAGCTTCTCGACAAGCACAGCACCTTGGC-3’

	GALT-HA
	
	F: 5’-CGTCGACGGAGATCTATGTCGCGCAGTGGAACC-3’

	
	
	R: 5’-CCGCAAGCTTCTCGAGGCGATGGTTGCTGTCTCC-3’

	GALE-HA
	
	F: 5’-CGTCGACGGAGATCTATGGCAGAGAAGGTGCTGGT-3’

	
	
	R: 5’-CCGCAAGCTTCTCGAGGCTTGCGTGCCAAAGC-3’

	FAS-HA
	
	F: 5’-CGTCGACGGAGATCTATGCTGGGCATCTGGACC-3’

	
	
	R: 5’-CCGCAAGCTTCTCGAGACCAAGCTTTGGATTTCATTTCTGAAGT-3’

	BAX-HA
	
	F: 5’-CGTCGACGGAGATCTATGGACGGGTCCGGGGA-3’

	
	
	R: 5’-CCGCAAGCTTCTCGAGCCCATCTTCTTCCAGATGGTG-3’

	AREG-HA
	
	F: 5’-CGTCGACGGAGATCTATGAGAGCCCCGCTGC-3’

	
	
	R: 5’-CCGCAAGCTTCTCGATGCTATAGCATGTACATTTCCATTCTCTTGT-3’

	KITLG-HA
	
	F: 5’-CGTCGACGGAGATCTATGAAGAAGACACAAACTTGGATTCTCACT-3’

	
	
	R: 5’-CCGCAAGCTTCTCGACACTTCTTGAAACTCTCTCTCTTTCTCTTGC-3’

	CASP6-HA
	
	F: 5’-CGTCGACGGAGATCTATGAGCTCGGCCTCGGG-3’

	
	
	R: 5’-CCGCAAGCTTCTCGAATTAGATTTTGGAAAGAAATGCAGCTTTTTAGTT-3’

	AIFM1-Flag
	
	F: 5’-CGTCGACGGAGATCTATGTTCCGGTGTGGAGGC-3’

	
	
	R: 5’-CCGCAAGCTTCTCGAGTCTTCATGAATGTTGAATAGTTTGGCTACT-3’

	CASP7-Flag
	
	F: 5’-CGTCGACGGAGATCTGCAGATGATCAGGGCTGTATTGAAG-3’

	
	
	R: 5’-CGCAAGCTTCTCGAGCTATTGACTGAAGTAGAGTTCCTTGGTGAG-3’

	GSDME (full) -GFP
	
	F: 5’- CGTCGACGGAGATCTTTTGCCAAAGCAACCAGGAATTTTCT-3’

	
	
	R: 5’-cgcAAGCTTCTCGAGTCATGAATGTTCTCTGCCTAAAGCACA-3’

	GSDME (N’) -GFP
	
	F: 5’- CGTCGACGGAGATCTTTTGCCAAAGCAACCAGGAATTTTCT-3’

	
	
	R: 5’- cgcAAGCTTCTCGAGATCTGGCATGTCTATGAATGCAAACTC-3’





Table S3  Primer sequences for qRT-PCR.
	
	Gene name
	
	Sequence information


	FAS
	
	F: 5’- GACCCTCCTACCTCTGGTTCTT-3’

	
	
	R: 5’- TGTGCAGTCCCTAGCTTTCC-3’

	CASP6
	
	F: 5’- GTGTCTGGCTGCGCGTTT-3’

	
	
	R: 5’- TGCCGGATCAAACATTTCTCTTTTA-3’

	BAX
	
	F: 5’- CAAACTGGTGCTCAAGGCCC-3’

	
	
	R: 5’- GCCGTCCCAACCACCCT-3’

	GSDME
	
	F: 5’- CGGGCGCGCGGATAA-3’

	
	
	R: 5’- TCACAAAGTCCGACTCCACG-3’

	CASP3
	
	F: 5’- TGCTATTGTGAGGCGGTTGT-3’

	
	
	R: 5’- CGCTTCCATGTATGATCTTTGGTT-3’

	PARP1
	
	F: 5’- AGCGTGTTTCTAGGTCGTGG-3'

	
	
	R: 5’- CATCAAACATGGGCGACTGC-3’

	ACTIN
	
	F: 5’- GGCACCCAGCACAATGAAGA-3’

	
	
	R: 5’- ACTCCTGCTTGCTGATCCAC-3’

	GALK1
	
	F: 5’- GGGCCAACTATGTCAAGGGA-3’

	
	
	R: 5’- CTGGAGGAAGGTGTACGTGG-3’

	GALE
	
	F: 5’- TGCTGCTGCGCTATTTCAAC-3’

	
	
	R: 5’- CGCCACCTGGGAGACATAAG-3’

	GALT
	
	F: 5’- TGACCCTCTCAACCCTCTGT-3’

	
	
	R: 5’- AGAGCTGGGAAGTCGTTGTC-3’

	PGM1
	
	F: 5’- TCCAGAGTATCATCTCCACCGT-3’

	
	
	R: 5’- CCGATAACCAAGCGACCGAT-3’

	UGDH
	
	F: 5’- CATCGGTGCAGGCTATGTTG-3’

	
	
	R: 5’- TGACATCAACAACCGTTACCC-3’

	UGP2
	
	F: 5’- ACATGAATTTGAGCACACCAAAA-3’

	
	
	R: 5’- GTTGAATCGAATCTTCAGGGGG-3’

	UXS1
	
	F: 5’- GCCTCTGTTTGGGGCAACT-3’

	
	
	R: 5’- ACTGGTGGGTATTTCTGGGT-3’

	GAPDH
	
	F: 5’-AGGTCGGAGTCAACGGATTT-3’

	
	
	R: 5’- GCCATGGGTGGAATCATATTGG-3’





