Supplementary Figure 2. Full tree of selected LRR-RLKs and tomato GCs: relationship between SlPEPR, SlGC17, and several selected LRR-RLKs and GCs. Stringent parameters for MSA construction (gap opening penalty -2.9, gap extension penalty 0, hydrophobicity multiplier 1.2) using ClustalW algorithm. The evolutionary history was inferred by using the Maximum Likelihood method and JTT matrix-based model. At each branch, the tree with the highest log likelihood is shown. Underneath each branch the fraction of trees in which the associated taxa are clustered together is shown (based on 500 bootstraps). This analysis used 112 amino acid sequences. There were a total of 1204 positions in the final dataset.
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