Pathway/Term

protein binding

transferase activity

growth factor binding
oxidoreductase activity

hydrolase activity

identical protein binding
transcription corepressor activity
structural constituent of ribosome
kinase activity

protein serine kinase activity
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0.0

2.5

48/1
5/47
22/684
43/1696
43/1735
8/168
8/172
19/631
12/340

5.0
—log10 Pvalue

154/6748

7.5

Corrected Pvalue

0.06
0.04
0.02



