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oxidation-reduction process [N 47/546
proteasome—mediated ubiquitin—dependent protein I 21/178

catabolic process

negative regulation of mMRNA splicing, via I 722

spliceosome
lipid metabolic process B 39/544 Corrected Pvalue
0.0025
regulation of RNA splicing Y 9/46 0.0020
0.0015
protein transport [N 43/631 0.0010
steroid metabolic process T 14/112 0.0005

mRNA processing [N 28/351

mitochondrion morphogenesis [y 7/32

positive regulation of fatty acid biosynthetic T 5/15
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