Supplementary Materials.
Supplementary Table.
Table 1.  Sequence of primers for mouse.
	Target gene
	Primer sequence for mouse

	Piezo1-F
	5’-CCCACCTTGCCTTTCAGA-3’

	Piezo1-R
	5’-TCCAGCCTCGTAACCCCTAT-3’

	Dkk3-F
	5’-GCTTACCTCCCAACTATCA-3’

	Dkk3-R
	5’-GACCACCTGTCCACTCTG-3’

	β-actin-F
	5’-GAGACCTTCAACACCCCAGC-3’

	β-actin-R
	5’-ATGTCACGCACGATTTCCC-3’

	sh-Piezo1 #1-F
	5’-CCGGTCTGCTATCAGACACCATTTATCTCGAGATAAATGGTGTCTGATAGCAGTTTTTG-3’

	sh-Piezo1 #1-R
	5’-GATCCAAAAACTGCTATCAGACACCATTTATCTCGAGATAAATGGTGTCTGATAGCAGA-3’

	sh-Piezo1 #2-F
	5’-CCGGTGAATCCTGCTGCTGCTATATTCTCGAGAATATAGCAGCAGCAGGATTCTTTTTG-3’

	sh-Piezo1 #2-R
	5’-GATCCAAAAAGAATCCTGCTGCTGCTATATTCTCGAGAATATAGCAGCAGCAGGATTCA-3’

	sh-Dkk3 #1-F
	5’-CCGGTGCTACGCTCAATGAGATGTTTCTCGAGAAACATCTCATTGAGCGTAGCTTTTTG-3’

	sh-Dkk3 #1-R
	5’-GATCCAAAAAGCTACGCTCAATGAGATGTTTCTCGAGAAACATCTCATTGAGCGTAGCA-3’

	sh-Dkk3 #2-F
	5’-CCGGTTCTGTGACAACCAGAGGGATTCTCGAGAATCCCTCTGGTTGTCACAGATTTTTG-3’

	sh-Dkk3 #2-R
	5’-GATCCAAAAATCTGTGACAACCAGAGGGATTCTCGAGAATCCCTCTGGTTGTCACAGAA-3’

	H1-F
	5’-GGAAAGAATAGTAGACATAATAGC-3’
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Figure 1. Reactome, Gene ontology (GO) enrichment, and Kyoto Encyclopedia of Genes and Genomes (KEGG) analyses were utilized to extract “biological meanings” from the identified protein network in the study. (A) A chord diagram illustrating the genes included in each pathway. (B) GO-pathway enrichment analysis of gene clusters in cardiopulmonary resuscitation (CPR) and CPR + low-intensity transcranial ultrasound stimulation (LITUS) sample, with bubble size representing the number of proteins in each pathway. The top 10 GO terms are presented in descending order of P-value. (C) STRING analysis reveals a partial protein-protein interaction (PPI) network formed by extracting interactions among input genes from PPI data source. (D) KEGG analysis chart displaying the number of proteins in each pathway on the horizontal axis, with different colors indicating different pathways. (E) Presentation of the biological processes associated with significantly upregulated and downregulated genes in the CPR and LITUS-treated groups, as identified through Reactome. 
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Figure 2. The expressions of Piezo1 and Dkk3 in BV2 cells treated with ultrasound (US) were significantly upregulated. (A) Immunofluorescence staining showing the expression of Piezo1. (B) Immunofluorescence staining showing the expression of Dkk3. 
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Figure 3. The expression of Piezo1 and Dkk3 in N2a cell lines treated with ultrasound (US) was significantly upregulated. (A) Expression levels of Piezo1 and Dkk3 after drug intervention and US treatment in N2a cells. (B) Quantitative analysis of Piezo1 and Dkk3 protein expression. (C) Expression of piezo1 in N2a cells following US and drug intervention via immunofluorescence. (D) Expression of Dkk3 in N2a cells following US and drug intervention via immunofluorescence.  (E) Co-expression of piezo1 and Dkk3 in N2a cells by immunofluorescence and the localization of the action site following US and drug intervention. *, vs. Ctrl group, P＜0.05, **, vs. Ctrl group, P＜0.01, ***, vs. Ctrl group, P＜0.001; #, vs. US group, P＜0.05, ###, vs. US group, P＜0.001; &, vs. Yoda1 group, P＜0.05, &&&, vs. Yoda1 group, P＜0.001. 
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Figure 4. The knockdown efficiency of Piezo1 and Dkk3 genes in BV2 cells was analyzed by quantitative real-time polymerase chain reaction (qRT-PCR). (A) mRNA levels of Piezo1 in each group. ***, vs. sh-Scb group, P＜0.001; #, vs. sh-Piezo1#1 group, P＜0.05. (B) mRNA levels of Dkk3 in each group. ***, vs. sh-Scb group, P＜0.001; #, vs. sh-Dkk3#1 group, P＜0.05. 
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Figure 5. Cell viability was measured in each group. (A) The absorbance value of the cells flowing treatment with ischemia-reperfusion (IR), ultrasound (US) and drugs was measured at 450nm. ***, vs. Ctrl group, P < 0.001; ###, vs. IR group, P < 0.001; &&&, vs. IR+Yoda1 group, P < 0.001; $$$, vs. IR+US group, P < 0.001. (B) Cells with knockouts of Piezo1 and Dkk3 were subjected to IR and US treatment, and absorbance values at 450nm were obtained. ***, vs. sh-Scb group, P < 0.001. 
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