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Figure S1: Site layout. Donor placement layout at the University of Tennessee Anthropology Research Facility (UT-ARF) for the spring (SP1, SP2, and SP3) and winter (WIN1, WIN2, and WIN3) trials. Paired soil control sample locations are shown in orange. Sensor dataloggers were attached to nearby trees. Soil sensor probes recording hourly internal donor temperatures are shown by solid lines. Sensor probes recording hourly soil temperatures, moisture, and electrical conductivity are shown by dotted lines. Ambient temperature probe locations are not pictured; these were attached to the same tree as sensor loggers and placed vertically within 50 cm of the dataloggers. Figure is not shown to scale: Spring and winter trial donors are located approximately 20 m apart. Donors in both studies were placed 2 m apart from each other, and paired control sites were 2.5 m upslope of each donor.











	Donor ID
	Sex
	Age
	Height: cadaver stature (m)
	Weight (kg)
	BMI (Weight/height2)

	Spring study

	SP1
	Male
	69
	1.80
	90.7
	28.0

	SP2
	Male
	65
	1.76
	91.6
	29.6

	SP3
	Male
	86
	1.81
	90.7
	27.7

	Winter study

	WIN1
	Male
	65
	1.84
	83.5
	24.7

	WIN2
	Male
	79
	1.64
	68.5
	25.5

	WIN3
	Male
	66
	1.72
	87.1
	29.4




Table S1: Human donor data. Data table for donors enrolled in each seasonal study. Donor study ID, sex, age, height (cadaver stature), weight, and the calculated BMI are shown.




























	[bookmark: _Hlk157520014]Table S2: Spring 2018 Total Body Scores (TBS). Study day, accumulated degree days (ADD), individual donor TBS scoring, and field notes about decomposition staging are shown. TBS scores are determined according to Megyesi et al. (2005). ADD values are calculated from ambient air temperature sensor data, with a threshold value of 0oC. TBS scores coinciding with sampling dates are denoted with an asterisk (*).

	Study 
Day
	
ADD

	SP1 TBS 
	SP2 TBS 
	SP3 TBS 
	Field Notes

	0*
	0
	3
	3
	3
	Donor placement. Donors are fully frozen.

	1
	20
	7
	9
	3
	Donors have thawed. Fly eggs present in nasal and oral cavities. SP1-abdomen exhibits gray color. SP3 shows skin slippage on left arm. Minor scavenging on SP2 and SP3.

	2
	43
	9
	10
	9
	Larval masses present in nasal cavities. Eggs present in eyes, ears, and oral cavities. Minor scavenging visible.

	4
	84
	10
	14
	12
	SP1 and SP2-face is covered with larvae, and eggs present in groin. Minor bloating visible on sides of torso. SP3-larval masses on face and in hair. Skin slippage visible on left arm. Right arm contains little tissue due to scavenging.

	5
	103
	15
	15
	14
	SP1: skin on the face is orange-brown in color. Bloating has not progressed. SP2: Skin on head, torso, and arms in brown. Abdominal bloating has increased slightly. SP3: Larval mass present in oral cavity. Abdominal bloat is increasing.

	6
	122
	14
	17
	16
	SP1: bloating increasing. SP2: larvae cover most of the donor surfaces, and extensive skin slippage is visible all over the body. Bone exposure occurring on head. SP3: Larval mass present in oral cavity. Bloat is increasing.

	7
	142
	14
	15
	16
	SP1: Skin is now brown. Bloat is apparent and chest cavity is distended. SP2: large larval masses present on head and bone exposure increasing. Bloat increasing on sides of abdomen with possible initial purge fluid. SP3: Skin discoloration is brown to black. Donor appears to be in full bloat.

	8*
	164
	17
	21
	18
	Sampling for the bloat stage.

	9
	185
	17
	23
	18
	SP1: larval activity still restricted to face and upper shoulders. Full bloat. Skin is brown. SP2: most of lower skull is now visible. Bloat is moderate, considerable fluid purge, and CDI is developing. SP3: Full bloat with fluid purge through lower body. Larval activity in lower body and throat.

	12*
	257
	--
	--
	--
	Torso area on all donors has caved in.

	13
	282
	21
	25
	23
	SP1: abdomen is sunken and reduced. Large quantity of larvae. SP2: cervical and thoracic spine is visible. CDI is well-developed. SP3: some mummification present with less visible larval activity. Well-developed CDI.

	14
	304
	23
	26
	24
	SP1: still significant larval activity underneath donor. SP2: Minimal larval activity. Further exposer of cervical and thoracic spine. SP3: Largely mummified.

	15
	325
	24
	26
	24
	SP1: largely mummified excepting limbs. SP2 and SP3: no change from prior notes. 

	16*
	346
	24
	26
	23
	SP1: very greasy interface sample. Active larval activity in groin area and larvae underneath donor. SP3 no change.

	19
	414
	24
	26
	24
	SP1: slightly more mummified. Tan fungus appearing on right leg and hand.

	20
	438
	24
	26
	24
	SP1: CDI present but not flowing, and most larvae gone. Little overall change other than legs and left arm beginning to lose tissue. SP2: no major changes. Tissue is greasy around the spine. CDI runs downhill about 4 feet from knees. No visible larvae. SP3: No major changes. A few larvae in groin area but not many.

	22
	482
	24
	26
	24
	No overall changes

	25
	554
	24
	26
	24
	Major rain event due to tropical storm. All 3 donors rehydrated and covered in fungus. Fluffy decomposition products in CDI have subsided. No changes to staging.

	27*
	598
	24
	26
	24
	Still in the midst of a tropical storm. No overall changes to donors.

	29
	642
	24
	26
	24
	White fungus present on all three donors.

	35
	773
	24
	25
	24
	CDI and white fungus both less pronounced. SP1: thinning of skin, cervical vertebrae visible, more skull visible.

	37
	818
	24
	25
	24
	No change.

	43*
	967
	24
	25
	24
	SP1: soil fluffiness in CDI largely gone. Large quantity of cream-colored adipocere under all of torso-spreadable consistency. Pelvic area, arms, and legs continuing to desiccate. White/cream fungus present. Outline of bones visible under skin. CDI virtually invisible except for directly beneath donor. SP2: CDI reduced to under body, white fungus present on soil. Soil underneath donor is dry with some red fungus. No sign of adipocere. Interface soils are “hard”. SP3: small pockets of adipocere underneath donor, as well as white and red fungus. CDI almost invisible. Interface soils are “hard”.

	47
	1071
	24
	25
	24
	No changes.

	49
	1124
	24
	25
	24
	No changes in SP1 and SP2. SP3: a bit more bone exposure and skin sloughing.

	51
	1175
	24
	25
	24
	No changes.

	54
	1247
	24
	25
	24
	No changes.

	58*
	1334
	25
	25
	25
	SP1: staging change due to more skull showing.

	61
	1410
	25
	25
	25
	No changes.

	64
	1490
	25
	25
	25
	No changes.

	70
	1639
	25
	25
	25
	No staging changes, but all donors are desiccating.

	72*
	1691
	26
	26
	24
	SP1: adipocere has changed to a darker brown, and Soldier Fly larvae are present. Increased white fungus present. SP2: Increased white fungus. Soil still has a crust.SP3: interesting white fungus reminiscent of cottage cheese.

	75
	1771
	26
	26
	24
	No changes.

	78
	1845
	26
	26
	24
	No changes.

	79
	1870
	26
	26
	24
	No changes.

	82
	1938
	26
	26
	24
	No changes.

	84
	1982
	26
	26
	24
	No changes.

	86*
	2030
	26
	26
	24
	All: white fungus in CDI. Overall tissue loss continuing, but not enough for changes to staging.

	90
	2127
	26
	26
	24
	Sudden changes visible to skeletonization, notably in arms, but not enough to affect staging.

	93
	2190
	26
	26
	24
	More skeletonization in the arms.

	96
	2262
	26
	26
	24
	Continued changes to skeletonization in arms and now legs.

	103*
	2432
	27
	27
	24
	SP1: Limbs are now in early skeletonization. Fungus underneath donor with a dusty consistency. Trunk area has now lost considerable mass. SP2: arms almost fully skeletonized. SP3: similar fungus as SP1 underneath donor.

	105
	2480
	27
	27
	24
	Skeletonization continuing on arms and legs

	107
	2529
	27
	27
	24
	Skeletonization continuing on arms and legs. SP3 developing orange fungus.

	111
	2628
	27
	27
	24
	Skeletonization continuing on arms and legs

	114
	2693
	27
	27
	24
	Skeletonization continuing.

	117*
	2761
	27
	27
	24
	Skeletonization continuing. SP3 orange fungus is increasing.

	120
	2838
	27
	27
	24
	Skeletonization continuing

	125
	2958
	27
	27
	24
	Skeletonization continuing

	128
	3032
	27
	27
	24
	Skeletonization continuing-noticeably speeding up.

	132*
	3131
	26
	26
	24
	SP1: abdominal area now completely exposed, and soil underneath is no longer greasy. SP2: hip area is now exposed. SP3 still has some white fungus in CDI.

	140
	3322
	26
	26
	24
	Skeletonization progressing more quickly

	145
	3445
	26
	26
	24
	Skeletonization progressing more quickly

	150*
	3548
	27
	27
	24
	Coming off several days of heavy rain and weather is cooling. SP1: exposure of leg bones. SP2: Trunk skin rapidly decomposing.  SP3: arms skeletonized below shoulders, otherwise mummified. Filamentous white fungi present.

	155
	3658
	27
	27
	24
	SP1 and SP3 have a mushroom-like fungus next to donors.

	160
	3778
	27
	27
	24
	Mushroom-like fungus decreasing.

	163
	3841
	27
	27
	24
	No significant changes.

	168*
	3917
	27
	29
	24
	SP1: Skin on upper chest is now tissue-thin. SP2: Chest is partially skeletonized. SP3: Donor is still mummified but skin is noticeably thinner. Skin is black.

	201*
	4242
	28
	29
	24
	SP1: donor has reached early skeletonization and is largely disarticulated. Leg bones have ample fungal colonies. SP2: small whitish-gray fungus on skin. SP3: donor remains largely mummified.

	254*
	4608
	31
	30
	24
	SP1: white fungus in rib area. SP2: skeletonization of trunk progressing 

	303*
	4935
	29
	28
	24
	Considerable rain, and rehydration causes staging to appear to move backwards

	357*
	5590
	29
	29
	26
	SP1: fully disarticulated. SP2: Mostly disarticulated and CDI is still somewhat visible.SP3: Head and chest fully disarticulated, while lower chest and extremities remain mummified. Tissue is gradually thinning.

	376*
	5964
	31
	31
	28
	SP1: Fully disarticulated with slight grease remaining. SP2: tissue still present in vertebral column. SP3: Skeletonization proceeding, not fully disarticulated.
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[bookmark: _Hlk157520052]Figure S2: Soil sensor data from spring donor series.  Temperature (A), soil moisture (B), and soil electrical conductivity (C) are shown by study day. Controls are shown in black and soil data shown in blue. For temperature data, ambient air is shown in grey, and donor internal temperatures are shown in red.

	[bookmark: _Hlk157520069]Table S3: Winter 2019 total body scores (TBS). Study day, accumulated degree days (ADD), individual donor TBS scoring, and notes about decomposition staging are shown. TBS scores are determined according to Megyesi et al. (2005). ADD values are calculated from ambient air temperature sensor data, with a threshold value of 0oC.TBS scores coinciding with sampling dates are denoted with an asterisk (*).

	Study 
Day
	ADD
	WIN1 TBS 
	WIN2 TBS 
	WIN3 TBS 
	Notes

	0*
	0
	3
	4
	3
	Donor placement. Donors are fully frozen.

	3
	11
	5
	5
	5
	Marbling present on all donors. WIN2 shows scavenging to arms and cheek. No signs of insect activity.

	5
	27
	6
	6
	6
	Marbling present. No signs of insect activity. WIN2: arms tissue is beginning to decompose. WIN3: shows scavenging to arms and face.

	7
	44
	7
	7
	7
	All donors exhibit marbling and greenish color, and internal temperatures have equilibrated with ambient temperatures. Further scavenging is not visible except in WIN3 where left leg now has a small open wound. No sign of insect activity.

	10
	68
	9
	9
	11
	WIN3: scavenging on limbs and throat.

	11
	72
	9
	9
	11
	No changes other than slight scavenging.

	12
	77
	9
	9
	11
	Still no signs of insect activity. No new scavenging. Skin of upper limbs and chest is very hydrated due to heavy rain.

	13
	86
	9
	9
	11
	Still no signs of insect activity. Skin of upper limbs and chest is now white due to heavy rain, and a slight smell of decomposition is developing. WIN3 has slight scavenging on upper thighs.

	14
	95
	9
	9
	11
	No new notes except that WIN1 exhibits skin slippage in the groin area.

	21*
	167
	9
	9
	9
	Considerable rain last week, which has likely affected staging values. WIN1: flies observed in the area, but no sign of direct activity associated with donor (eggs, etc). Very beginnings of bloat visible. WIN3: beginnings of bloat visible. 

	38*
	312
	16
	16
	16
	WIN1 and WIN3: brown to black discoloration. Flies present, but no eggs or larval activity is visible. CDI is well-formed with considerable soft adipocere development. WIN2: similar development as other donors, however CDI is not as well-defined.

	55*
	492
	17
	17
	18
	WIN1: soils are now greasy. No signs of insect activity on donor, however a few larvae were observed in soil underneath. WIN2: CDI is now wet and a large pocket of adipocere has developed by the left hip. WIN3: CDI is not wet. White fungus developing between the legs.

	75*
	822
	23
	23
	23
	All donors exhibit caving in of chest, however considerable tissue remains. The occasional larva are observed here and there but no eggs, groups, or masses. WIN1: large quantities of brown adipocere are present. WIN2: Less adipocere than observed previously. WIN3: moderate adipocere.

	94*
	1196
	19
	19
	19
	All donors exhibit rehydrated skin, and lighter color. WIN1: hair has sloughed off. Lots of adipocere still present, and white fungus is present beneath donor. 

	110*
	1553
	24
	24
	24
	Weather has been hot and dry. Both adipocere and fungi are now dried in CDIs, and CDIs are less visible overall. Donors are mummified and considerable tissue is not gone, with bone structure visible through the skin. WIN3 has a few “cheese-skipper” larvae present.

	126*
	1907
	24
	24
	24
	WIN2 and WIN3: cervical vertebrae are now exposed.

	140*
	2229
	26
	24
	24
	Weather has been hot and humid with rain. WIN1: significant progress in transition to skeletonization. Remaining torso skin is very thin. Entire vertebral column is exposed as well as sacrum. Ribs are disarticulated. CDI is very visible with moist decomposition directly underneath the donor. WIN2: skeletonization is beginning. Cervical vertebrae beginning to disarticulate. Skin is tissue-thin and ribs are partially visible. Organic matter present on donor’s right side is hard and crumbly with white fungus. CDI present but not dark, with powdery white fungus and filamentous root growth. WIN3: donor largely mummified, and skull has orange fungus.

	158*
	2682
	31
	31
	24
	WIN1: donor upper body is mostly skeletonized and partially disarticulated. Remaining tissue is present on legs. Bones still quite greasy. White fungus and small grey-capped mushrooms in CDI. WIN2: same notes as WIN1 with the addition of the presence of more “organic fluff” on soil around trunk. WIN3: a few soldier fly larvae present underneath donor. CDI contains narrow area of thick white-grey fungus. Donor is still mummified, but skin is thinner and cervical vertebrae are exposed. Orange fungus on scalp less apparent.

	172*
	3021
	--
	--
	--
	WIN1: skeletonized with dried skin on legs. Patches of white fungus on skin. Soil beneath donor is still moist. WIN2: soil beneath donor is dried but still dark (CDI) with patches of white fungus. WIN3: mostly mummified. Soil below remains is dried and CDI is present. Heavy white fungal growth below torso as well as insect activity: beetles, millipedes, and solider fly puparia.

	186*
	3364
	28
	27
	24
	WIN1: Legs still retain mummified tissue. Hair mat present beside cranium. White fungus present on donor. Soil slightly fluffy beneath torso. WIN2: partially mummified, and partially disarticulated. Patches of white fungus on donor. Soil is fluffy underneath torso. WIN3: donor is mostly mummified. White, brown, and orange fungus on abdomen. White and yellow fungus on cranium. White fungus underneath donor.

	201*
	3735
	28
	27
	24
	Overnight rain and temperatures cooling. WIN1: skeletonized bones are beginning to lose grease. WIN2: small amounts of white fungus in CDI. WIN3: Skull still has considerable skin. Overall skin is noticeably thinner.

	216*
	4101
	30
	31
	29
	WIN1 and WIN2: CDI soil still visible. WIN3: nearby foliage is noticeably wilted. Skin is becoming more desiccated, and holes are developing. CDI still visible.

	234*
	4549
	30
	31
	29
	Weather has been extremely dry and hot. Soil is dry and cracked. WIN3: Less skin present.

	252*
	4903
	30
	31
	29
	WIN3: skeletonization progressing.

	384*
	5984
	35
	32
	29
	WIN1: fully disarticulated and mostly dry bones. WIN2: full disarticulated with slight black leathery skin on trunk and limbs. WIN3: mostly disarticulated, with hair still present on head.
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[bookmark: _Hlk157520112]Figure S3: Soil sensor data from winter donor series.  Temperature (A), soil moisture (B), and soil electrical conductivity (C) are shown by study day. Controls are shown in black and soil data shown in blue. For temperature data, ambient air is shown in grey, and donor internal temperatures are shown in red.
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[bookmark: _Hlk157520197]Figure S4: Total body scores (TBS) for the spring and winter donor trials. TBS scores are shown for each donor and plotted against accumulated degree days (ADD) calculated from ambient air temperature sensors. 
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[bookmark: _Hlk157520370]Figure S5: Accumulated degree hour (ADH) comparison between spring and winter trials. Cumulative temperatures (ADH) as a function of study day. ADH for internal and soil probes diverged from cumulative ambient air temperatures during the spring study partially due to insect-thermogenesis (red and black lines). In the absence of insect activity in the winter, and with lower temperatures, this trend was reduced.













	[bookmark: _Hlk157520395]Table S4: Effects of decomposition on soil chemical parameters for the spring 2018 trial. Results of Kruskal-Wallace tests comparing impacted soils with controls over the entire trial.

	Depth
	Parameter
	Χ2 (df)
	p

	Cores
	pH
	68.657 (1)
	<0.001***

	
	Conductivity (EC)
	73.193 (1)
	<0.001***

	
	Dissolved Oxygen
	38.781 (1)
	<0.001***

	
	Respiration (CO2)
	76.186 (1)
	<0.001***

	
	NH4
	79.334 (1)
	<0.001***

	
	NO3
	10.727 (1)
	0.001**

	
	TN
	3.4136 (1)
	0.065

	
	TC
	5.9567 (1)
	0.015*

	
	C:N
	0.5792 (1)
	0.447

	Interfaces
	pH
	49.546 (1)
	<0.001***

	
	Conductivity (EC)
	34.495 (1)
	<0.001***

	
	Respiration (CO2)
	76.37 (1)
	<0.001***

	
	NH4
	83.981 (1)
	<0.001***

	
	NO3
	4.9759 (1)
	0.026*

	
	TN
	53.036 (1)
	<0.001***

	
	TC
	21.43 (1)
	<0.001***

	
	C:N
	9.8184 (1)
	0.002**

	Significant differences based upon p < 0.05 are presented in bold type. Asterisks indicate levels of significance: * p < 0.05, ** p < 0.01, *** p < 0.001
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	[bookmark: _Hlk157520419]Table S5. Effects of decomposition on soil chemical parameters for the spring 2018 trial. T-tests were conducted at each sampling time point in order to compare differences between impacted soils and controls, and p values are presented for pH, electrical conductivity (EC), dissolved oxygen (DO), respiration (CO2), ammonium (NH4), nitrate (NO3), total N (TN), total C (TC), and the C:N ratio (C:N). Significant differences based upon p < 0.05 are presented in bold type. Asterisks indicate levels of significance: * p < 0.05, ** p < 0.01, ***p < 0.001

	Study Day
	Location
	pH
	EC
	DO
	CO2
	NH4
	NO3
	TN
	TC
	C:N

	0
	Core
	0.939
	0.570
	0.495
	0.477
	0.962
	0.553
	0.914
	0.954
	0.479

	
	Interface
	0.429
	0.532
	
	0.037*
	0.774
	0.337
	0.116
	0.117
	0.431

	8
	Core
	0.083
	0.001**
	0.259
	0.077
	0.018*
	0.794
	0.487
	0.701
	0.765

	
	Interface
	0.153
	0.369
	
	0.005**
	0.088
	0.254
	0.237
	0.054
	0.179

	12
	Core
	0.019*
	0.105
	0.008**
	0.003**
	0.105
	0.030*
	0.817
	0.256
	0.107

	
	Interface
	0.093
	0.046*
	
	0.133
	0.012*
	0.052
	0.114
	0.001**
	0.033*

	16
	Core
	0.002**
	0.060
	0.007**
	0.001**
	0.094
	0.054
	0.635
	0.354
	0.191

	
	Interface
	0.021*
	0.457
	
	0.012*
	0.050
	0.075
	0.013*
	0.016*
	0.096

	27
	Core
	0.002**
	0.005**
	0.052
	<0.001***
	0.296
	0.791
	0.098
	0.042*
	0.037*

	
	Interface
	0.030*
	0.254
	
	0.016*
	0.173
	<0.001***
	0.084
	0.133
	0.367

	43
	Core
	0.005**
	0.029*
	0.031*
	0.005**
	0.158
	0.948
	0.522
	0.374
	0.104

	
	Interface
	0.036*
	0.229
	
	0.001**
	0.140
	0.016*
	0.076
	0.066
	0.624

	58
	Core
	0.003**
	0.075
	0.081
	0.010**
	0.323
	0.125
	0.124
	0.057
	0.186

	
	Interface
	0.279
	0.175
	
	<0.001***
	0.228
	0.034*
	0.034*
	0.029*
	0.819

	72
	Core
	0.155
	0.179
	0.116
	0.102
	0.232
	0.304
	0.880
	0.701
	0.438

	
	Interface
	0.539
	0.014*
	
	0.003**
	0.064
	0.686
	0.098
	0.229
	0.193

	86
	Core
	0.026*
	0.096
	0.190
	0.169
	0.203
	0.278
	0.160
	0.237
	0.156

	
	Interface
	0.034*
	0.111
	
	0.030*
	0.262
	0.317
	0.154
	0.167
	0.236

	103
	Core
	0.016*
	0.074
	0.173
	0.171
	0.221
	0.221
	0.302
	0.258
	0.241

	
	Interface
	0.359
	0.148
	
	0.107
	0.114
	0.147
	0.035*
	0.172
	0.083

	117
	Core
	0.045*
	0.137
	0.209
	0.183
	0.239
	0.197
	0.279
	0.219
	0.252

	
	Interface
	0.278
	0.073
	
	0.090
	0.308
	0.194
	0.020*
	0.058
	0.114

	132
	Core
	0.010**
	0.143
	0.380
	0.168
	0.243
	0.270
	0.746
	0.706
	0.443

	
	Interface
	0.033*
	0.108
	
	0.319
	0.231
	0.037*
	0.045*
	0.317
	0.027*

	150
	Core
	0.002**
	0.063
	0.391
	0.178
	0.317
	0.115
	0.092
	0.099
	0.432

	
	Interface
	0.044*
	0.082
	
	0.067
	0.029*
	0.045*
	0.417
	0.683
	0.297

	168
	Core
	0.010**
	0.098
	0.684
	0.145
	0.232
	0.106
	0.441
	0.622
	0.352

	
	Interface
	0.068
	0.041*
	
	0.215
	0.147
	0.088
	0.228
	0.331
	0.056

	201
	Core
	0.119
	0.163
	
	0.213
	0.145
	0.194
	0.386
	0.230
	0.072

	
	Interface
	0.038*
	0.015*
	
	0.209
	0.147
	0.058
	0.030*
	0.280
	0.024*

	254
	Core
	0.004**
	0.006**
	
	0.127
	0.074
	0.002**
	0.905
	0.656
	0.147

	
	Interface
	0.239
	0.046*
	
	0.277
	0.057
	0.227
	0.272
	0.701
	0.014*

	303
	Core
	0.004**
	0.007**
	
	0.203
	0.144
	0.022*
	0.337
	0.420
	0.311

	
	Interface
	0.438
	0.241
	
	0.119
	0.230
	0.165
	0.273
	0.800
	0.016*

	340
	Core
	0.125
	0.173
	
	0.168
	0.224
	0.208
	0.483
	0.662
	0.033*

	
	Interface
	0.075
	0.129
	
	0.207
	0.190
	0.211
	0.037*
	0.944
	0.033*

	357
	Core
	0.043*
	0.082
	
	0.271
	0.185
	0.067
	0.931
	0.872
	0.087

	
	Interface
	<0.001***
	0.186
	
	0.227
	0.283
	0.293
	0.067
	0.432
	0.002**

	376
	Core
	0.210
	0.190
	
	0.124
	0.268
	0.254
	0.461
	0.502
	0.867

	
	Interface
	0.058
	0.403
	
	0.115
	0.357
	0.387
	0.706
	0.578
	0.353




















	[bookmark: _Hlk157520445]Table S6: Effects of decomposition on soil chemical parameters during the winter 2019 trial. Results of Kruskal-Wallace tests comparing impacted soils with controls over the entire trial.

	Depth
	Parameter
	Χ2 (df)
	p

	Cores
	pH
	40.801 (1)
	<0.001***

	
	Conductivity (EC)
	64.169 (1)
	<0.001***

	
	Dissolved Oxygen
	20.777 (1)
	<0.001***

	
	Respiration (CO2)
	53.653 (1)
	<0.001***

	
	NH4
	64.989 (1)
	<0.001***

	
	NO3
	42.659 (1)
	<0.001***

	
	TN
	1.1717 (1)
	0.279

	
	TC
	0.27184 (1)
	0.602

	
	C:N
	10.416 (1)
	0.001**

	Interfaces
	pH
	47.031 (1)
	<0.001

	
	Conductivity (EC)
	72.794 (1)
	<0.001

	
	Respiration (CO2)
	56.088 (1)
	<0.001

	
	NH4
	69.543 (1)
	0.001

	
	NO3
	11.275 (1)
	<0.001

	
	TN
	48.63 (1)
	<0.001

	
	TC
	20.222 (1)
	<0.001

	
	C:N
	17.994 (1)
	<0.001

	Significant differences based upon p < 0.05 are presented in bold type. Asterisks indicate levels of significance: * p < 0.05, ** p < 0.01, *** p < 0.001






















	[bookmark: _Hlk157520476]Table S7: Effects of decomposition on soil chemical parameters for the winter 2019 trial. T-tests were conducted at each sampling time point in order to compare differences between impacted soils and controls, and p values are presented for pH, electrical conductivity (EC), dissolved oxygen (DO), respiration (CO2), ammonium (NH4), nitrate (NO3), total N (TN), total C (TC), and the C:N ratio (C:N). Significant differences based upon p < 0.05 are presented in bold type. Asterisks indicate levels of significance: * p < 0.05,        ** p < 0.01, ***p < 0.001

	Study Day
	Location
	pH
	EC
	DO
	CO2
	NH4
	NO3
	TN
	TC
	C:N

	0
	Core
	0.584
	0.938
	0.205
	0.871
	0.675
	0.639
	0.736
	0.720
	0.782

	
	Interface
	0.801
	0.506
	
	0.709
	0.422
	0.231
	0.668
	0.685
	0.936

	21
	Core
	0.277
	0.239
	0.145
	0.616
	0.219
	0.184
	0.617
	0.432
	0.563

	
	Interface
	0.157
	0.156
	
	0.074
	0.504
	0.536
	0.839
	0.955
	0.455

	38
	Core
	0.094
	0.044*
	0.316
	0.003**
	0.007**
	0.274
	0.916
	0.905
	0.902

	
	Interface
	0.343
	0.092
	
	<0.001***
	0.040*
	0.012*
	0.339
	0.469
	0.998

	55
	Core
	0.053
	0.060
	0.048*
	0.020*
	0.171
	0.114
	0.653
	0.999
	0.559

	
	Interface
	0.617
	0.123
	
	0.002**
	0.163
	0.028*
	0.334
	0.108
	0.643

	75
	Core
	0.443
	0.017*
	0.025*
	<0.001***
	0.173
	0.535
	0.687
	0.458
	0.661

	
	Interface
	0.605
	0.253
	
	0.018*
	0.360
	0.694
	0.151
	0.144
	0.718

	94
	Core
	0.001**
	0.053
	0.268
	0.061
	0.002**
	0.265
	0.630
	0.553
	0.952

	
	Interface
	0.021*
	0.033*
	
	0.002**
	0.007**
	0.007**
	0.051
	0.034*
	0.304

	110
	Core
	0.112
	0.097
	0.113
	0.111
	0.249
	0.421
	0.589
	0.704
	0.959

	
	Interface
	0.005**
	0.038*
	
	0.065
	0.096
	0.222
	0.064
	0.100
	0.687

	126
	Core
	0.054
	0.134
	0.213
	0.017*
	0.050
	0.038*
	0.564
	0.301
	0.717

	
	Interface
	0.078
	0.079
	
	0.026*
	0.180
	0.231
	0.099
	0.233
	0.217

	140
	Core
	0.015*
	0.093
	0.221
	0.056
	0.119
	0.148
	0.179
	0.224
	0.231

	
	Interface
	0.347
	0.021*
	
	<0.001***
	0.114
	0.314
	0.079
	0.145
	0.588

	158
	Core
	0.016*
	0.112
	0.314
	0.242
	0.222
	0.042*
	0.244
	0.269
	0.693

	
	Interface
	0.126
	0.009**
	
	0.001**
	0.002**
	0.231
	0.093
	0.192
	0.119

	172
	Core
	0.033*
	0.016*
	0.299
	0.314
	0.241
	0.322
	0.392
	0.459
	0.118

	
	Interface
	0.032*
	0.076
	
	0.146
	0.160
	0.298
	0.200
	0.538
	0.317

	186
	Core
	0.048*
	0.079
	0.370
	0.034*
	0.083
	0.238
	0.655
	0.436
	0.223

	
	Interface
	0.004**
	0.059
	
	0.020*
	0.108
	0.051
	0.103
	0.310
	0.056

	201
	Core
	0.383
	0.328
	0.327
	0.331
	0.833
	0.862
	0.532
	0.501
	0.935

	
	Interface
	0.052
	0.273
	
	0.009**
	0.158
	0.311
	0.117
	0.440
	0.069

	216
	Core
	0.228
	0.097
	
	0.123
	0.200
	0.289
	0.881
	0.645
	0.115

	
	Interface
	0.005**
	0.049*
	
	0.050
	0.222
	0.106
	0.101
	0.220
	0.121

	234
	Core
	0.037*
	0.305
	
	0.121
	0.313
	0.348
	0.546
	0.715
	0.312

	
	Interface
	0.101
	0.265
	
	0.216
	0.137
	0.180
	0.250
	0.862
	0.151

	252
	Core
	0.036*
	0.336
	
	0.003**
	0.106
	0.315
	0.869
	0.634
	0.265

	
	Interface
	0.008**
	0.186
	
	0.025*
	0.112
	0.070
	0.396
	0.471
	0.144

	290
	Core
	0.127
	0.341
	
	0.031*
	0.236
	0.252
	0.689
	0.678
	0.988

	
	Interface
	0.114
	0.314
	
	0.028*
	0.295
	0.278
	0.050
	0.143
	0.193

	335
	Core
	0.020*
	0.288
	
	0.036*
	0.369
	0.315
	0.952
	0.737
	0.166

	
	Interface
	0.049*
	0.184
	
	0.037*
	0.077
	0.103
	0.016*
	0.326
	0.067

	384
	Core
	0.090
	0.420
	
	0.048*
	0.392
	0.294
	0.194
	0.343
	0.067

	
	Interface
	0.281
	0.256
	
	0.105
	0.442
	0.204
	0.029*
	0.146
	0.056












	[bookmark: _Hlk157520533]Table S8: Effects of decomposition on soil biological parameters for the spring 2018 trial. Results of Kruskal-Wallace tests comparing impacted soils with controls over the entire trial.

	Gene
	Depth
	Parameter
	Χ2 (df)
	p

	16S
	Cores

	Shannon diversity
	16.133 (1)
	<0.001***

	
	
	Inverse Simpson
	6.9271 (1)
	0.008**

	
	
	Chao1
	11.707 (1)
	<0.001***

	
	
	Log copy number
	1.2321 (1)
	0.267

	
	
	Fungal: bacterial
	19.917 (1)
	<0.001***

	
	Interfaces
	Shannon diversity
	36.385 (1)
	<0.001***

	
	
	Inverse Simpson
	27.723 (1)
	<0.001***

	
	
	Chao1
	33.584 (1)
	<0.001***

	
	
	Log copy number
	4.6374 (1)
	0.0312*

	
	
	Fungal: bacterial
	12.216 (1)
	<0.001***

	ITS
	Cores
	Shannon diversity
	43.445 (1)
	<0.001***

	
	
	Inverse Simpson
	42.844 (1)
	<0.001***

	
	
	Chao1
	31.827 (1)
	<0.001***

	
	
	Log copy number
	26.164 (1)
	<0.001***

	
	
	Fungal: bacterial
	19.917 (1)
	<0.001***

	
	Interfaces
	Shannon diversity
	38.874 (1)
	<0.001***

	
	
	Inverse Simpson
	31.147 (1)
	<0.001***

	
	
	Chao1
	43.801 (1)
	<0.001***

	
	
	Log copy number
	18.259 (1)
	<0.001***

	
	
	Fungal: bacterial
	12.216 (1)
	<0.001***

	Significant differences based upon p < 0.05 are presented in bold type. Asterisks indicate levels of significance: * p < 0.05, ** p < 0.01, *** p < 0.001



	[bookmark: _Hlk157520563]Table S9: Effects of decomposition on soil biological parameters for the spring 2018 trial. T-tests were conducted to compare differences between impacted soils at each time point (n = 3) to all controls over the complete dataset (n = 20). P values are presented for both 16S and ITS genes for Shannon diversity, Inverse Simpson diversity, Chao1 diversity, the log of gene copy number, as well as the fungal (ITS):bacterial (16S) ratio. Significant differences based upon p < 0.05 are presented in bold type. Asterisks indicate levels of significance: * p < 0.05, ** p < 0.01, ***p < 0.001.

	Study Day
	Location
	16S Shannon
	16S Inv. Simpson
	16S Chao1
	16S log copy number
	f:b ratio
	ITS Shannon
	ITS Inv. Simpson
	ITS Chao1
	ITS log copy number

	0
	Core
	0.006**
	<0.001***
	0.529
	0.213
	0.010*
	<0.001***
	<0.001***
	0.007**
	0.253

	
	Interface
	0.003**
	0.001**
	0.499
	0.202
	0.016*
	0.626
	0.672
	<0.001***
	0.004**

	8
	Core
	0.368
	0.605
	0.243
	0.465
	0.133
	<0.001***
	<0.001***
	0.402
	0.809

	
	Interface
	0.041*
	<0.001***
	0.017*
	<0.001***
	0.003**
	0.008**
	<0.001***
	<0.001***
	0.005**

	12
	Core
	<0.001***
	0.011*
	0.838
	<0.001***
	0.002**
	0.017*
	<0.001***
	0.254
	<0.001***

	
	Interface
	0.069
	<0.001***
	0.031*
	0.412
	0.519
	0.016*
	<0.001***
	0.066
	0.155

	16
	Core
	0.003**
	<0.001***
	0.102
	0.186
	0.328
	0.011*
	<0.001***
	<0.001***
	0.001**

	
	Interface
	0.017*
	<0.001***
	<0.001***
	0.328
	0.5348
	0.005**
	<0.001***
	<0.001***
	0.475

	27
	Core
	<0.001***
	<0.001***
	0.194
	<0.001***
	0.102
	0.023*
	<0.001***
	0.008**
	<0.001***

	
	Interface
	0.075
	0.008**
	0.020*
	0.327
	0.386
	0.025*
	<0.001***
	0.008**
	0.019*

	43
	Core
	0.018*
	<0.001***
	0.108
	<0.001***
	0.160
	0.009**
	<0.001***
	0.001**
	0.005**

	
	Interface
	0.009**
	<0.001***
	<0.001***
	0.055
	0.377
	<0.001***
	<0.001***
	<0.001***
	0.019*

	58
	Core
	0.236
	0.346
	0.003**
	0.760
	0.233
	<0.001***
	<0.001***
	0.003**
	0.050

	
	Interface
	0.034*
	<0.001***
	<0.001***
	0.061
	0.356
	<0.001***
	<0.001***
	<0.001***
	0.003**

	72
	Core
	0.137
	0.164
	0.004**
	0.269
	0.299
	0.053
	<0.001***
	<0.001***
	0.014*

	
	Interface
	0.047*
	0.012*
	<0.001***
	<0.001***
	0.317
	0.006**
	<0.001***
	<0.001***
	0.010*

	86
	Core
	0.216
	0.261
	0.007**
	0.196
	0.301
	0.111
	0.038*
	<0.001***
	0.005**

	
	Interface
	0.118
	0.167
	0.086
	0.335
	0.369
	0.003**
	<0.001***
	<0.001***
	0.013*

	103
	Core
	0.089
	0.712
	0.280
	0.910
	0.363
	0.012*
	<0.001***
	0.001**
	0.062

	
	Interface
	0.032*
	0.024*
	<0.001***
	0.099
	0.283
	<0.001***
	<0.001***
	<0.001***
	0.017*

	117
	Core
	<0.001***
	0.209
	0.089
	0.374
	0.158
	0.035*
	<0.001***
	0.108
	0.022*

	
	Interface
	0.034*
	0.054
	0.003**
	0.446
	0.251
	0.040*
	0.013*
	<0.001***
	0.092

	132
	Core
	0.378
	0.758
	0.017*
	0.123
	0.018*
	0.080
	0.005**
	0.009**
	<0.001***

	
	Interface
	0.088
	0.094
	0.003**
	0.479
	0.182
	0.044*
	0.007**
	0.014*
	0.321

	150
	Core
	0.651
	0.872
	0.002**
	<0.001***
	0.202
	<0.001***
	<0.001***
	<0.001***
	0.013*

	
	Interface
	0.047*
	0.086
	<0.001***
	0.780
	0.139
	<0.001***
	<0.001***
	<0.001***
	0.111

	168
	Core
	0.093
	0.060
	0.028*
	0.046*
	0.274
	0.062
	<0.001***
	0.017*
	0.052

	
	Interface
	0.041*
	0.020*
	<0.001***
	0.468
	0.379
	0.024*
	<0.001***
	<0.001***
	0.223

	201
	Core
	0.898
	0.601
	0.674
	<0.001***
	0.017*
	0.004**
	0.003**
	<0.001***
	0.019*

	
	Interface
	0.191
	0.355
	0.068
	0.780
	0.255
	0.062
	0.077
	<0.001***
	0.100

	254
	Core
	0.848
	0.477
	0.440
	0.919
	0.082
	0.086
	0.012*
	0.094
	0.108

	
	Interface
	0.053
	0.004**
	0.275
	0.644
	0.377
	0.085
	0.016*
	<0.001***
	0.179

	303
	Core
	0.871
	0.494
	0.601
	0.859
	0.233
	0.066
	0.007**
	0.014*
	0.020*

	
	Interface
	0.185
	<0.001***
	0.020*
	0.884
	0.743
	0.092
	0.002**
	0.010*
	0.062

	340
	Core
	0.480
	0.473
	0.308
	0.611
	0.378
	0.005**
	0.029*
	0.156
	0.029*

	
	Interface
	0.017*
	<0.001***
	0.055
	0.993
	0.459
	0.068
	0.001**
	<0.001***
	0.004**

	357
	Core
	0.129
	0.119
	0.098
	0.561
	0.149
	0.027*
	<0.001***
	0.064
	0.156

	
	Interface
	0.109
	0.121
	<0.001***
	0.358
	0.034*
	0.001**
	<0.001***
	<0.001***
	<0.001***

	376
	Core
	0.159
	0.111
	0.139
	0.799
	0.201
	0.015*
	<0.001***
	0.003**
	0.036*

	
	Interface
	0.047*
	0.016*
	0.029*
	0.279
	0.055
	0.004**
	<0.001***
	0.010*
	<0.001***












	[bookmark: _Hlk157520588]Table S10: Effects of decomposition on soil biological parameters for the winter 2019 trial. Results of Kruskal-Wallace tests comparing impacted soils with controls over the entire trial.

	Gene
	Depth
	Parameter
	Χ2 (df)
	p

	16S
	Cores

	Shannon diversity
	5.059 (1)
	0.0245*

	
	
	Inverse Simpson
	0.73565 (1)
	0.3911

	
	
	Chao1
	5.67 (1)
	0.01726*

	
	
	Log copy number
	4.1832 (1)
	0.04083*

	
	
	Fungal: bacterial
	10.843 (1)
	<0.001***

	
	Interfaces
	Shannon diversity
	25.324 (1)
	<0.001***

	
	
	Inverse Simpson
	19.753 (1)
	<0.001***

	
	
	Chao1
	17.377 (1)
	<0.001***

	
	
	Log copy number
	20.834 (1)
	0.0312*

	
	
	Fungal: bacterial
	9.8402 (1)
	0.002**

	ITS
	Cores
	Shannon diversity
	33.362 (1)
	<0.001***

	
	
	Inverse Simpson
	30.914 (1)
	<0.001***

	
	
	Chao1
	18.805 (1)
	<0.001***

	
	
	Log copy number
	20.074 (1)
	<0.001***

	
	
	Fungal: bacterial
	10.843 (1)
	<0.001***

	
	Interfaces
	Shannon diversity
	32.81 (1)
	<0.001***

	
	
	Inverse Simpson
	33.501 (1)
	<0.001***

	
	
	Chao1
	26.545 (1)
	<0.001***

	
	
	Log copy number
	24.249 (1)
	<0.001***

	
	
	Fungal: bacterial
	9.8402 (1)
	0.002**

	Significant differences based upon p < 0.05 are presented in bold type. Asterisks indicate levels of significance: * p < 0.05, ** p < 0.01, *** p < 0.001



	[bookmark: _Hlk157520614]Table S11: Effects of decomposition on soil biological parameters for the winter 2019 trial. T-tests were conducted to compare differences between impacted soils at each time point (n = 3) to all controls over the complete dataset (n = 19). P values are presented for both 16S and ITS genes for Shannon diversity, Inverse Simpson diversity, Chao1 diversity, the log of gene copy number, as well as the fungal (ITS):bacterial (16S) ratio. Significant differences based upon p < 0.05 are presented in bold type. Asterisks indicate levels of significance: * p < 0.05, ** p < 0.01, ***p < 0.001.

	Study Day
	Location
	16S Shannon
	16S Inv. Simpson
	16S Chao1
	16S log copy number
	f:b ratio
	ITS Shannon
	ITS Inv. Simpson
	ITS Chao1
	ITS log copy number

	0
	Core
	0.156
	0.569
	0.071
	<0.001***
	0.048*
	0.325
	0.437
	0.634
	0.004**

	
	Interface
	0.144
	0.086
	0.462
	0.001**
	0.112
	0.087
	0.754
	0.057
	0.004**

	21
	Core
	0.221
	0.884
	0.056
	0.184
	0.618
	0.535
	0.771
	0.707
	0.045*

	
	Interface
	0.027*
	0.011*
	0.051
	<0.001***
	0.037*
	0.960
	0.190
	0.535
	0.332

	38
	Core
	0.136
	0.063
	0.001**
	0.169
	0.836
	0.051
	<0.001***
	0.146
	0.432

	
	Interface
	0.023*
	0.002**
	<0.001***
	0.059
	0.006**
	<0.001***
	0.001**
	<0.001***
	0.337

	55
	Core
	0.544
	0.795
	0.433
	0.214
	0.734
	0.075
	0.009**
	<0.001***
	0.519

	
	Interface
	0.098
	0.009**
	0.101
	0.001**
	0.281
	0.056
	<0.001***
	<0.001***
	0.034*

	75
	Core
	0.597
	0.560
	0.995
	0.002**
	0.095
	0.064
	<0.001***
	0.008**
	<0.001***

	
	Interface
	0.304
	0.226
	0.436
	<0.001***
	0.281
	0.004**
	<0.001***
	<0.001***
	0.034*

	94
	Core
	0.104
	0.941
	<0.001***
	0.023*
	0.026*
	<0.001***
	<0.001***
	<0.001***
	0.506

	
	Interface
	0.053
	0.031*
	<0.001***
	<0.001***
	0.199
	0.001**
	<0.001***
	<0.001***
	<0.001***

	110
	Core
	0.070
	0.536
	<0.001***
	0.339
	0.634
	0.004**
	<0.001***
	<0.001***
	0.551

	
	Interface
	0.139
	0.465
	0.007**
	0.002**
	0.077
	<0.001***
	<0.001***
	<0.001***
	0.004**

	126
	Core
	0.274
	0.423
	<0.001***
	0.067
	0.360
	0.087
	0.003**
	0.043*
	0.162

	
	Interface
	0.088
	0.019*
	0.021*
	0.070
	0.136
	0.028*
	<0.001***
	<0.001***
	0.003**

	140
	Core
	0.166
	0.537
	0.001**
	0.272
	0.808
	0.096
	0.011*
	0.024*
	0.076

	
	Interface
	0.057
	0.182
	<0.001***
	0.003**
	0.407
	0.007**
	<0.001***
	<0.001***
	0.983

	158
	Core
	0.807
	0.959
	<0.001***
	0.406
	0.117
	0.069
	<0.001***
	<0.001***
	0.131

	
	Interface
	0.040*
	0.046*
	<0.001***
	0.121
	0.711
	0.017*
	<0.001***
	<0.001***
	<0.001***

	172
	Core
	0.950
	0.547
	0.707
	0.136
	0.311
	0.113
	0.004**
	0.357
	0.006**

	
	Interface
	0.003**
	<0.001***
	<0.001***
	0.074
	0.084
	0.002**
	<0.001***
	<0.001***
	0.020*

	186
	Core
	0.352
	0.115
	0.414
	0.690
	0.225
	0.044*
	<0.001***
	0.051
	0.094

	
	Interface
	0.205
	0.336
	0.310
	0.264
	0.209
	0.016*
	<0.001***
	<0.001***
	0.017*

	201
	Core
	0.309
	0.249
	0.690
	0.178
	0.258
	0.024*
	<0.001***
	<0.001***
	0.303

	
	Interface
	0.231
	0.110
	0.460
	0.339
	0.058
	0.011*
	<0.001***
	0.056
	0.012*

	216
	Core
	0.561
	0.341
	0.050
	0.747
	0.158
	0.027*
	<0.001***
	0.010*
	0.013*

	
	Interface
	0.279
	0.321
	0.372
	0.557
	0.262
	0.039*
	<0.001***
	0.024*
	0.388

	234
	Core
	0.725
	0.625
	0.920
	0.310
	0.005**
	0.040*
	0.003**
	0.059
	0.028*

	
	Interface
	0.008**
	0.015*
	0.004**
	0.143
	0.061
	0.006**
	<0.001***
	<0.001***
	<0.001***

	252
	Core
	0.635
	0.401
	0.780
	0.926
	0.323
	0.073
	0.008**
	0.145
	0.068

	
	Interface
	<0.001***
	0.001**
	<0.001***
	0.280
	0.101
	0.048*
	<0.001***
	<0.001***
	0.043*

	290
	Core
	0.386
	0.457
	0.495
	0.257
	0.099
	0.011*
	<0.001***
	0.130
	0.008**

	
	Interface
	0.378
	0.260
	0.973
	<0.001***
	0.060
	<0.001***
	<0.001***
	0.014*
	<0.001***

	335
	Core
	0.250
	0.558
	0.907
	0.710
	0.300
	0.030*
	<0.001***
	0.116
	0.036*

	
	Interface
	0.824
	0.744
	0.850
	<0.001***
	0.300
	0.004**
	<0.001***
	0.051
	0.004**

	384
	Core
	0.792
	0.969
	0.608
	<0.001***
	0.047*
	0.063
	<0.001***
	0.709
	<0.001***

	
	Interface
	0.325
	0.192
	0.393
	<0.001***
	0.080
	0.014*
	<0.001***
	0.060
	<0.001***
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[bookmark: _Hlk157520645]Figure S6: Composition of soil fungal communities at the phylum level for the spring trial.  Relative abundances of phyla comprising >2% relative abundances in cores and interfaces are shown for (A) decomposition impacted soils and (B) controls. 
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[bookmark: _Hlk157520670]Figure S7: Composition of soil fungal communities at the class level for the spring trial. Relative abundances of classes comprising > 5% relative abundance in cores and interfaces are shown for (A) decomposition impacted soils and (B) controls. 

[image: ]























[bookmark: _Hlk157520701]Figure S8: Composition of soil fungal communities at the phylum level for the winter trial. Relative abundances of phyla comprising >2% relative abundances in cores and interfaces are shown for (A) decomposition impacted soils and (B) controls. 
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[bookmark: _Hlk157520730]Figure S9: Composition of soil fungal communities at the class level for the winter trial. Relative abundances of classes comprising > 5% relative abundances in cores and interfaces are shown for (A) decomposition impacted soils and (B) controls. 
[image: ]

[bookmark: _Hlk157520753]Figure S10: Composition of soil bacterial communities at the phylum level for the spring trial. Relative abundances of phyla comprising > 2% relative abundances in cores and interfaces are shown for (A) decomposition impacted soils and (B) controls. 
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[bookmark: _Hlk157520775]Figure S11: Composition of soil bacterial communities at the class level for the spring trial. Relative abundances of classes comprising > 5% relative abundances in cores and interfaces are shown for (A) decomposition impacted soils and (B) controls. 
[image: ]

[bookmark: _Hlk157520795]Figure S12: Composition of soil bacterial communities at the phylum level for the winter trial. Relative abundances of phyla comprising > 2% relative abundances in cores and interfaces are shown for (A) decomposition impacted soils and (B) controls. 
[image: ]

[bookmark: _Hlk157520815]Figure S13: Composition of soil bacterial communities at the class level for the winter trial. Relative abundances of classes comprising > 5% relative abundances in cores and interfaces are shown for (A) decomposition impacted soils and (B) controls. 
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