
 

Extended Data Fig. 8 | RT-qPCR analysis of the root cap cycle genes in response to salt. The 

analysis was conducted on 5-day-old wild-type root tips in response to NaCl treatment (200 mM, 

2 h). The gene expression levels were normalized to the expression of UBQ10 in each sample. The 

gene expression level without salt treatment was valued as 1 in WT. The ratio of each marker gene 

expression after salt treatment was determined. The triplate sample data are presentated. The 

average gene expression ratio from triplicate samples was calculated and is presented in Fig. 6d. 

The statistical P-value was analyzed by comparing the results between Mock and salt treatment. 

 


