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The RNA-seq data, along with the CUT&Tag sequencing data, were uploaded to The National Genomics Data Center (NGDC) under the accession code PRJCA023558
for the submission. Source data were provided with this paper.
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The specific sample sizes and results of statistical analysis were described in the Figure legends. Sample sizes were based on similar studies
published previously and were sufficient to show statistical differences between the experimental group and the control group.

No data was excluded from the analysis.

All the data were based on at least 3 independent biological replicates to ensure the reliability of the results, and the number of replicates is
indicated in the corresponding figure legend and/or in the corresponding material and method section, with the exception of the sequencing
of CUT&Tag experiment, which was undertaken in mixed samples.

Samples were selected randomly.

Noblinding was done as none of the experiments described in this study involve group allocation during data collection or analyses.




