Table 3 BEVs populations variations
	BEVs
	N
	S
	Mean
 (G+C)%
	Ts/Tv
	Variable sites
	Mutation

	
	
	
	
	
	Spi     Ssi    Total
	Insert  Deletion

	GZ6
	16
	579
	44.4
	3.1
	82     91     173
	0        1

	GZ7
	11
	579
	42.9
	2.8
	31     86     117
	0       12

	GZ8
	12
	579
	40.3
	1.5
	36     65     101
	1        1

	UH
	36
	579
	40.3
	2.3
	73     73     146
	3        7

	UG
	59
	579
	43.0
	3.4
	141    70     241
	3       10

	GZ20
	23
	579
	43.6
	2.0
	44     60     104
	0        5

	UC
	33
	579
	42.9
	1.9
	140    59     199
	5        3

	GZ23
	18
	579
	40.5
	4.9
	85     18     103
	0        3

	UD
	24
	579
	41.4
	2.5
	56     51     107
	2        2

	UF
	44
	579
	40.9
	3.7
	193    43     236
	1        0


N, Number of BEVs; S, Number of segregating sites; Spi, parsimony informative sites; Ssi, singleton variable site; Ts/Tv, base transition/transversion ratio. 

