Supplemental Table 3
Gene expression data analysis
	
	Log2FC
	
	P value

	Gene
	HC
	PC2-low
	PC2-high
	
	ANOVA
	PC2-low vs. HC
	PC2-low vs. PC2-high
	PC2-high vs. HC

	DNAJB1
	-0.06 [-0.25-0.26]
	0.88 [0.39-1.03]
	0.11 [-0.11-0.31]
	
	0.0013
	0.0282
	0.0082
	0.5186

	HSPA5
	0.06 [-0.28-0.18]
	1.17 [0.89-1.70]
	0.76 [0.38-0.97]
	
	0.0009
	0.0282
	0.0306
	0.0282

	EDEM1
	-0.01 [-0.07-0.08]
	1.18 [0.88-1.38]
	0.42 [0.05-0.81]
	
	0.0042
	0.0282
	0.0457
	0.1556

	Herpud1
	0.04 [-0.28-0.20]
	1.56 [0.81-2.04]
	0.46 [0.08-0.57]
	
	0.0008
	0.0282
	0.0082
	0.1556

	HRD1
	-0.05 [-0.09-0.13]
	1.14 [0.84-1.91]
	0.22 [0.12-0.52]
	
	0.0008
	0.0282
	0.0082
	0.0528

	TNFRSF10B
	-0.07 [-0.11-0.16]
	-1.74 [-2.95--1.00]
	-0.34 [-0.60--0.10]
	
	0.0027
	0.0282
	0.0051
	0.1556

	XBP1
	0.06 [-0.13-0.06]
	2.92 [2.10-3.29]
	1.29 [0.75-1.55]
	
	0.0013
	0.0282
	0.0306
	0.0282

	ATF3
	-0.08 [-0.35-0.35]
	-0.39 [-1.03-0.18]
	2.22 [1.43-3.10]
	
	< 0.0001
	0.1556
	0.0051
	0.0282

	CHOP
	0.09 [-0.74-0.42]
	-0.71 [-1.75-0.26]
	0.84 [0.41-1.38]
	
	0.0174
	0.5186
	0.0202
	0.0482

	GADD34
	-0.02 [-0.06-0.08]
	0.23 [-0.43-0.79]
	1.31 [0.87-1.66]
	
	0.0019
	0.6985
	0.0082
	0.0282

	ERO1a
	0.06 [-0.19-0.11]
	-0.68 [-1.05--0.07]
	0.17 [-0.24-0.48]
	
	0.0346
	0.2453
	0.0453
	0.6985

	Trb3
	-0.19 [-0.39-0.44]
	0.46 [0.16-1.26]
	1.84 [1.55-2.00]
	
	0.0003
	0.2453
	0.0051
	0.0282

	BAX
	0.01 [-0.12-0.10]
	-0.28 [-0.76-0.37]
	0.94 [0.73-1.23]
	
	0.0018
	0.8973
	0.0051
	0.0282

	BAK
	-0.05 [-0.15-0.18]
	0.18 [-0.29-0.38]
	0.81 [0.39-1.27]
	
	0.0129
	0.6985
	0.0202
	0.0453

	HBA1
	-0.24 [-0.35-0.45]
	6.93 [2.48-8.77]
	5.03 [2.74-6.97]
	
	0.0282
	0.0282
	0.6304
	0.0282

	HBA2
	-0.07 [-0.34-0.33]
	6.57 [2.21-8.23]
	4.83 [2.48-6.58]
	
	0.0267
	0.0282
	0.6304
	0.0282

	HBB
	-0.19 [-0.44-0.47]
	4.66 [2.88-6.64]
	3.15 [1.39-4.33]
	
	0.0165
	0.0282
	0.2946
	0.0933

	CD163
	-0.004 [-0.77-0.50]
	0.02 [-0.74-1.14]
	2.49 [1.96-3.02]
	
	0.0012
	0.8973
	0.0202
	0.0282

	CD91
	0.02 [-0.10-0.07]
	-2.07 [-3.68--0.18]
	-0.75 [-1.41-0.11]
	
	0.0967
	
	
	

	IL-10
	-0.29 [-0.83-0.70]
	2.65 [1.86-3.70]
	5.08 [3.72-6.03]
	
	< 0.0001
	0.0282
	0.0202
	0.0282

	Foxp3
	0.11 [-0.55-0.30]
	-0.46 [-2.28-3.03]
	0.94 [0.53-2.63]
	
	0.3738
	
	
	

	Maf
	-0.13 [-0.39-0.41]
	0.72 [-0.65-1.64]
	1.40 [1.16-1.77]
	
	0.0521
	
	
	

	E4BP4
	0.09 [-0.25-0.13]
	0.40 [0.01-1.02]
	1.70 [0.87-2.13]
	
	0.0035
	0.2453
	0.0453
	0.0282

	IRF4
	-0.12 [-0.36-0.38]
	5.37 [4.26-6.28]
	3.92 [2.83-4.42]
	
	0.0002
	0.0282
	0.0656
	0.0282

	Blimp1
	-0.01 [-0.04-0.05]
	4.35 [3.91-6.03]
	3.92 [3.23-4.58]
	
	< 0.0001
	0.0282
	0.2298
	0.0282


Gene expression data for each group is shown as the median and interquartile range [IQR] of the log2 fold change (FC) relative to the mean of the healthy control (HC) gene expression data. P-values indicating significant differences in gene expression data between the groups were determined by ANOVA test followed by Wilcoxon test.

