Supplemental Table 1
	Significantly enriched gene sets in the PC2-high group relative to the PC2-low group
	PC2-high vs.PC2-low
	PC2-high vs. HC
	PC2-low vs. HC

	
	
	NES
	p value
	NES
	p value
	NES
	p value

	HALLMARK 
	HALLMARK_INTERFERON_ALPHA_RESPONSE
	1.89
	0
	1.80
	0
	-1.45
	0.003

	　
	HALLMARK_INTERFERON_GAMMA_RESPONSE
	1.79
	0
	1.96
	0
	-1.11
	0.231

	　
	HALLMARK_COMPLEMENT
	1.52
	0
	1.45
	0.001
	-1.03
	0.402

	　
	HALLMARK_INFLAMMATORY_RESPONSE
	1.49
	0
	1.90
	0
	1.22
	0.031

	　
	HALLMARK_TNFA_SIGNALING_VIA_NFKB
	1.48
	0.002
	2.01
	0
	1.43
	0.024

	　
	HALLMARK_APOPTOSIS
	1.45
	0
	1.71
	0
	1.24
	0

	KEGG 
	KEGG_RIG_I_LIKE_RECEPTOR_SIGNALING_PATHWAY
	1.54
	0.001
	1.66
	0
	1.10
	0.182

	　
	KEGG_TOLL_LIKE_RECEPTOR_SIGNALING_PATHWAY
	1.49
	0
	1.73
	0
	0.96
	0.520

	　
	KEGG_TIGHT_JUNCTION
	1.46
	0
	1.66
	0
	-0.79
	0.898

	　
	KEGG_WNT_SIGNALING_PATHWAY
	1.43
	0
	1.51
	0.000
	-0.85
	0.828

	　
	KEGG_REGULATION_OF_ACTIN_CYTOSKELETON
	1.43
	0
	1.54
	0.000
	-0.87
	0.820

	　
	KEGG_ENDOCYTOSIS
	1.41
	0
	1.60
	0.000
	-0.80
	0.918

	　
	KEGG_AXON_GUIDANCE
	1.38
	0.001
	1.73
	0.000
	1.14
	0.145

	　
	KEGG_CHEMOKINE_SIGNALING_PATHWAY
	1.37
	0
	1.68
	0.000
	1.12
	0.096

	Significantly enriched gene sets in the PC2-low group relative to the PC2-high group
	PC2-low vs.PC2-high
	PC2-low vs. HC
	PC2-high vs. HC

	
	
	NES
	p value
	NES
	p value
	NES
	p value

	REACTOME
	REACTOME_SCAVENGING_OF_HEME_FROM_PLASMA
	2.62
	0
	2.27
	0
	1.92
	0

	　
	REACTOME_BINDING_AND_UPTAKE_OF_LIGANDS_BY_SCAVENGER_RECEPTORS
	2.31
	0
	1.95
	0
	1.76
	0

	　
	REACTOME_IRE1ALPHA_ACTIVATES_CHAPERONES
	1.45
	0.015
	1.71
	0
	1.43
	0.019


Pathway enrichment analysis
NES: normalized enrichment score. HC: healthy control patients (n=3). Statistical significances (P values) of each gene set enrichment between the two groups and NES were estimated by using the GSEA method.
