[bookmark: _Hlk154698941]Table S1. Total number of cells for each sample in single-cell RNA sequencing data
	Sample
	Number of cell

	GSM4546300
	3932

	GSM4546302
	4850

	GSM4546304
	6457

	GSM4546306
	4949

	GSM4546308
	6986

	GSM4546310
	13172

	GSM4546312
	7034

	GSM4546314
	6315

	GSM4546316
	7794

	GSM4546318
	7701





Table S2. Signatures of different kinds of cells
	Cells
	Marker Genes

	T cell
	CD3D, CD3E, CD3G, CD2, CD69

	B cell
	CD79A, CD79B

	NK cell
	CD14, CPA3, KIT, FCER1G, FCGR3A

	Fibroblasts
	ACTA2, COL1A2,

	Endothelial cell
	ENG, VWF

	Epithelial cell
	EPCAM, KRT18, KRT8, SFN, KRTCAP3

	Malignant gastric epithelial cell
	CDC20, MYBL2, UBE2C, CLDN3, MISP, EPCAM, MUC13, LGALS4, VIL1, GPCR5A, REG4, CLDN7, CDKN2A, GDF15, CLDN1, HOXA10






Table S3. Expression levels of CD73, CD8, and Foxp3 in the Sun Yat-sen University Cancer Center validation cohort
	PIK3R1

	
	
	
	Tumor cell+ Immune cell
	Tumor cell
	Immune cell

	
	
	
	High
	Low
	High
	Low
	High
	Low

	CD73, n (%)
	Tumor cell + Immune cell
	High
	13(41.9)
	46(23.1)
	48(43.6)
	11(9.2)
	9(33.3)
	50(24.6)

	
	
	Low
	18(58.1)
	153(76.9)
	62(56.4)
	109(90.8)
	18(66.7)
	153(75.4)

	
	
	
	P = 0.026
	P = 2.24×10-9
	P = 0.331

	
	Tumor cell
	High
	27(87.1)
	127(63.8)
	84(76.4)
	70(58.3)
	19(70.4)
	135(66.5)

	
	
	Low
	4(12.9)
	72(36.2)
	26(23.6)
	50(41.7)
	8(29.6)
	68(33.5)

	
	
	
	P = 1.04×10-2
	P = 0.004
	P = 0.688

	
	Immune cell
	High
	17(54.8)
	65(32.7)
	54(49.1)
	28(23.3)
	12(44.4)
	70(34.5)

	
	
	Low
	14(45.2)
	134(67.3)
	56(50.9)
	92(76.7)
	15(55.6)
	133(65.5)

	
	
	
	P = 0.016
	P = 0.310
	P = 0.310

	Foxp3, n (%)
	
	High
	17(54.8)
	64(32.2)
	45(40.9)
	36(30.0)
	15(55.6)
	66(32.5)

	
	
	Low
	14(45.2)
	135(67.8)
	65(59.1)
	84(70.0)
	12(44.4)
	137(67.5)

	
	
	
	P = 0.014
	P = 0.019
	P = 0.019

	CD8, n (%)
	
	High
	9(29.0)
	61(30.7)
	34(30.9)
	36(30.0)
	11(40.7)
	59(29.1)

	
	
	Low
	22(71.0)
	138(69.3)
	76(69.1)
	84(70.0)
	16(59.3)
	144(70.9)

	
	
	
	P = 0.855
	P = 0.881
	P = 0.215


Bold values denote statistical significance at the P value < 0.05 level.



[bookmark: _Hlk121086263]Table S4. Univariate and multivariate analyses of overall survival in patients with gastric cancer
	
	TCGA cohort
	SYSUCC cohort

	
	Univariate analysis
	Multivariate analysis
	Univariate analysis
	Multivariate analysis

	
	HR (95%CI) 
	P value 
	HR (95% CI) 
	P value 
	HR (95% CI) 
	P value 
	HR (95% CI) 
	P value 

	Age
	1.02(1.01-1.04)
	5.50×10-3
	1.03(1-1.05)
	2.70×10-2
	1.04(1.01-1.07)
	2.91×10-3
	1.02(0.98-1.06)
	0.38

	TNM stage
	
	
	
	
	
	
	
	

	I
	Reference
	
	
	
	Reference
	
	
	

	II&III&IV
	2.04(1.06-3.90)
	3.19×10-2
	2.32(0.89-6.05)
	8.50×10-2
	16.38(2.26-118.76)
	5.70×10-3
	/
	0.99

	M stage
	
	
	
	
	
	
	
	

	M0
	Reference
	
	
	
	Reference
	
	
	

	M1
	2.09(1.15-3.79)
	1.55×10-2
	
	
	3.74(1.95-7.18)
	1.00×10-4
	1.14(0.57-2.28)
	

	N stage
	
	
	
	
	
	
	
	

	N0
	Reference
	
	
	
	Reference
	
	
	

	N1&N2&N3
	1.81(1.17-2.8)
	7.80×10-3
	
	
	8.07(2.51-25.97)
	5.00×10-4
	1.99(0.42-9.32)
	

	T stage
	
	
	
	
	
	
	
	

	T1&T2
	Reference
	
	
	
	Reference
	
	
	

	T3&T4
	1.82(1.15-2.82)
	0.01
	
	
	7.37(2.55-19.8)
	4.00×10-4
	2.59(0.75-8.87)
	

	Therapy evaluation

	PD
	Reference
	
	
	
	Reference
	
	
	

	CR&PR&SD
	0.32(0.18-0.55)
	1.00×10-4
	0.28(0.16-0.52)
	3.55×10-5
	0.04(0.02-0.07)
	2.00×10-16
	0.07(0.0.3-0.17)
	9.51×10-10

	CD73
	
	
	
	
	
	
	
	

	High
	Reference
	
	
	
	Reference
	
	
	

	Low
	0.52(0.37-0.74)
	2.00×10-4
	0.63(0.38-1.04)
	0.07
	0.19(0.11-0.34)
	1.17×10-8
	0.63(0.32-1.23)
	0.18

	PIK3R1
	
	
	
	
	
	
	
	

	High
	Reference
	
	
	
	Reference
	
	
	

	Low
	0.5(0.34-0.74)
	5.00×10-4
	0.38(0.22-0.67)
	7.09×10-4
	0.25(0.14-0.45)
	4.46×10-6
	0.39(0.21-0.74)
	4.00×10-3


Bold values denote statistical significance at the P value<0.05 level.

