Supplementary Table Pairwise nucleotide (lower left) and amino acid (upper right) sequence identities (%) of the2C+3CD among parechoviruses. Pink, orange, and yellow show indicate >90%, 90-80%, and 80-70% identities, respectively.

Novel Bo_ParV Bo_ParV ParV A ParVv B ParV CiParV DiParV E iParV F
Mayo_3 Mayo_soya Mayo_18} Denl 2018/KOR Lav218040 Lav228012 CEP128} EV22 Gregory A308/99 K251176 cTse-6760 NIIS61 PAK5045 BR/217 M36/CIli 87-012 145SL M1146 64-7855 Fuzl JL2014-2} Sebokelei Ferreti Falconi Gecko
Bo_ParV/Mayo_3/2021/JPN 998 99.4f 981 97.7 986 984 982 483 475 485 484 481 483 481 483 485] 612 613 614 611 612 611} 59.7f 431} 66.2] 402
B’:OF\’/::V Bo_ParV/Mayo_8oya/2021/JPN 99.2 99.6f 981 977 986 984 982} 483 475 485 484 481 483 481 483 485 613 614 613 610 612 61.1} 59.6; 4317 663} 40.1
Bo_ParV/Mayo_18/2021/JPN 99.1  99.1 978 973 984 982 978] 484 476 486 485 482 484 482 484 486} 610 611 610 607 609 60.8] 595! 431} 66.2] 40.0
LC650808_Bo_ParV/Den1/2021/JPN 86.0 858 859 982 988 986 985] 479 472 481 479 477 478 476 478 481f 605 605 606 602 60.6 603} 59.0{ 431! 66.4! 39.9
BR001751 Bo_ParV/cow/2018/KOR 856 857 856! 897 985 983 983} 485 475 486 485 482 484 481 483 486 609 610 613 608 608 60.8; 595! 4337 66.3] 40.0
Bo_ParV LC740522_Bo_ParV/LaV218040/2022/JPN 86.1 861 8611 909 896 99.8 988! 483 474 485 483 481 482 480 482 485! 610 610 611 607 61.0 607} 5937 432! 66.7} 40.0
LC740523_Bo_ParV/Lav228012/2022/JPN 859 859 859 90.8 897 99.0 986; 483 474 485 483 481 482 480 482 4857 611 611 612 608 611 60.8f 59.4i 433: 6651 40.0
LC740524_Bo_ParV/CEP128/2022/JPN 859 859 859f 905 896 956 957 482 473 484 482 480 481 479 481 485i 613 613 613 609 612 609 596i 4337 66.7i 40.1
NC_038319_Human_parechovirus_1_EV22 483 483 4821 477 415 479 478 477 928 951 952 962 968 944 963 9591 492 494 480 474 475 475i 4711 4057 489i 371
AJ005695_Human_parechovirus_2_Gregory 481 480 4811 476 477 477 477 4150 777 919 926 935 935 921 930 930i 490 490 481 473 471  47.01 4651 40.1i 481i 36.6
AB084913_Human_parechovirus_3_A308/99 481 481 480} 481 480 480 481 482} 764 757 980 965 948 968 948 947 494 498 484 480 476 48.0f 4771 405i 488i 377
DQ315670_Human_parechovirus_4_K251176-02 487 488 487 478 477 482 481 481} 774 767 808 96.6 955 97.0 957 948} 489 497 478 478 472 477% 47.21 402] 483} 375
ParV A AF055846_Human_parechovirus_5_CT86-6760 482 480 481} 477 476 473 473 476} 767 759 765 785 96.1 961 959 957f 492 495 481 476 472 474} 47.2f 405 488F 373
AB252582_Human_parechovirus_6_NI1561-2000 484 483 484} 480 482 479 478 479} 796 768 763 767 76.6 940 96.7 954} 491 494 484 477 471 4767 471} 408} 49.0f 373
EU556224_Human_parechovirus_7_PAK5045 481 481 480F 481 478 479 478 479} 761 753 794 805 766 755 942 9417 490 495 478 475 474 476} 47.4% 405! 483} 373
EU716175_Human_parechovirus_8_BR/217/2006 486 485 48.6f 482 480 481 480 480 780 766 750 764 760 775 763 96.0; 493 49.7 478 477 473  47.7F 472} 404; 485) 376
KT319121_Human_parechovirus_17_M36/C1/2014 480 480 48.0F 480 477 479 479 4797 769 761 777 766 762 762 772 7167 495 493 485 478 476 4791 4721 4027 488 371
NC_003976_Ljungan_virus_1_87-012 579 577 577+ 576 581 580 579 581i 50.7 503 499 496 500 499 497 509 505 919 830 831 840 861! 66.9: 4341 6231 415
FJ384560_Ljungan_virus_2_145SL 577 577 576f 576 577 575 576 57.7{ 50.8 499 497 501 497 504 50.0 50.7 502 787 849 862 872 903} 66.6i 43.0i 619; 413
ParV B AF538689_Ljungan_virus_3_M1146 582 582 581f 577 580 579 579 57.8{ 501 497 498 498 496 50.1 494 504 504i 724 731 918 848 86.8i 66.1i 4291 62.8i 408
EUB854568_L jungan_virus_4_64-7855 579 578 5781 577 579 576 577 57.71 505 497 491 496 497 498 488 502 4991 722 740 774 856 8931 6521 418F 6231 415
LC133331_Ljungan_virus_5_Fuzl 583 582 581} 582 580 582 583 583} 497 498 495 496 496 501 50.0 505 50.0{ 753 764 733 732 89.2) 6561 429i 6191 406
KY432929_Ljungan_virus_6_JL2014-2 574 573 573} 571 575 574 574 571} 504 494 499 496 492 501 493 505 498{ 729 745 750 765 746 65.81 421} 62.1f 407
ParV C HF677705_Sebokele_virus_1 555 556 555} 561 559 559 559 561} 515 507 508 509 510 512 50.8 514 50.8{ 609 603 599 59.7 603 60.7 432f 61.0f 395
ParV D NC_034453_Ferret_parechovirus 46.1 461 461} 464 460 459 458  46.11 448 451 450 451 452 450 451 453 454} 487 480 484 481 490 4811 46.8 4257 397
ParV E KY645497_Falcon_parechovirus 627 626 6271 629 626 627 628 6261 479 473 480 474 474 478 476 478 4751 593 595 597 59.2 597 59.1i 56.1i 471 389
ParV F MG600084_Gecko parechovirus 46.8 468 4671 47.0 468 467 468 4711 465 458 461 460 458 464 462 466 452f 50.0 494 495 481 493 4861 46.8i 4747 474




