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Extended Data Figure 5. Associations between SV-defined groups. 



ACVR1 snv

HIST1H3Bp.K27M

2p24.3(MYCN) Amp

PIK3CA snv

TP53 snv

10 0 -10early

H3.1K27M

late
relative log odds timing

A B

ACVR1 snv
ASXL1 snv

 13q14.2(RB1) Del
 17p13.3(TP53) Del

 9p21.3(CDKN2A) Del
H3F3Ap.K27M

 2p24.3(MYCN) Amp
 4q12(PDGFRA) Amp
 7p11.2(EGFR) Amp
 7q21.2(CDK6) Amp

 7q31.2(MET) Amp
 8q24.21(CCDC26) Amp

 8q24.21(MYC) Amp
NF1 snv

PDGFRA snv
PIK3CA snv
PPM1D snv

TP53 snv

10 0 -10

H3.3K27M

early late
relative log odds timing

 17p13.3(TP53) Del

H3F3Ap.G34R

 7q21.2(CDK6) Amp

PDGFRA snv

TP53 snv

5 0 -5

H3.3G34R

early late

C

relative log odds timing

D

ACVR1 snv
BRAF snv

 13q14.2(RB1) Del
 17p13.3(TP53) Del

 9p21.3(CDKN2A) Del
EGFR snv
IDH1 snv

 2p24.3(MYCN) Amp
 4q12(PDGFRA) Amp
 7p11.2(EGFR) Amp
 7q21.2(CDK6) Amp

 7q31.2(MET) Amp
NF1 snv

PIK3CA snv
PTEN snv

SETD2 snv
TP53 snv

10 0 -10

H3WT

relative log odds timing
early late

ACVR1 snv
ATM snv

EGFR snv
NF1 snv

PDGFRA snv
PIK3CA snv
SETD2 snv

TP53 snv

20 0 -20

Hypermutant pHGGs

early late
relative log odds timing

E

 17q11.2(NF1) Del

 10q23.31(PTEN) Del

 17q11.2(NF1) Del

�� ��

�� � ���

���

�� ��

��� �

�� � �� ���

� �

�� �� �

�

� � �

�� ��

�

�� �

� ��� � �� �� ��

� � ��

�

�� �

��

��

�� ��

�

� � �

�� �� �� � �

��� � ��� ��

�� �� � ��� � �

�� � ��� � � ��� � � ��� ��� � �� �

�� �� ���� ��� �

���� �� � �� �� �� ��

� ��� � �� �� �

� �� ��� �� ��

� � � �� ���� �� ���

�� � �� � �� �����

��� �

� �� �

� �� �� ��

�� �� �

�� � �

�� �

�� �� �� � � � �

� ��

�� �� � ��

�� �� � �� � �

�� ��

��� � ����� � � �

Extended Data Figure 6. Timing analysis of somatic variant acquisition in histone mutation-de-
fined pHGG subgroups.


