Supplementary Table S1. Vancomycin MIC and Clinical Management of Patients with Persistent MRSA Bacteremia
	Characteristic
	Deceased patients 

(n = 36) No. (%)
	Surviving patients 

(n = 149) No. (%)
	p value

	Vancomycin MIC by BMD
	
	
	

	≤1.0 mg/L
	20 (55.6)
	112 (75.2)
	0.02

	1.5 mg/L
	16 (44.4)
	 31 (20.8)
	< 0.01

	≥2.0 mg/L
	0
	6 (4.0)
	0.60

	Appropriate empirical antibiotic treatment†
	29 (80.6)
	103 (69.1)
	0.17

	Time to initiation of appropriate antibiotics (d), median (IQR)
	0 (0–1)
	1 (0–2)
	0.04


MIC, minimum inhibitory concentration; MRSA, methicillin-resistant Staphylococcus aureus; BMD, broth microdilution method

† Administration of at least one effective antibiotic against the organism within 24 h after the index blood culture was considered appropriate empirical treatment. 

Supplementary Table S2. Genotypes and agr Dysfunction Distribution in MRSA Isolates Responsible for Persistent Bacteremia
	Characteristic
	Deceased patients 

(n = 36) No. (%)
	Surviving patients 

(n = 149) No. (%)
	p value

	MLST CC
	Sequence type
	
	
	

	CC5
	ST5
	26 (72.2)
	83 (55.7)
	0.07

	CC8
	ST72
	 8 (22.2)
	45 (30.2)
	0.34

	
	ST239
	1 (2.8)
	8 (5.4)
	> 0.99

	others
	1 (2.8)
	13 (8.7)
	NA

	SCCmec type
	
	
	

	II
	26 (72.2)
	87 (58.4)
	0.13

	III
	1 (2.8)
	10 (6.7)
	0.69

	IV
	 9 (25.0)
	50 (33.6)
	0.32

	NID
	0
	2 (1.3)
	> 0.99

	agr genotype
	
	
	

	I
	10 (27.8)
	60 (40.3)
	0.17

	II
	26 (72.2)
	82 (55.0)
	0.06

	III
	0
	3 (2.0)
	> 0.99

	IV
	0
	1 (0.7)
	> 0.99

	NID
	0
	3 (2.0)
	> 0.99

	agr dysfunction
	26 (72.2)
	94 (63.1)
	0.30

	ST5-SCCmec II
	26 (72.2)
	83 (55.7)
	0.07

	ST72-SCCmec IV
	 8 (22.2)
	45 (30.2)
	0.34


MLST, multi-locus sequence type; CC, clonal complex; ST, sequence type; SCC, staphylococcal cassette chromosome; NID, not identified

	Supplementary Table S3. Multivariate Analysis of Risk Factors for 30-day Mortality in Patients with Persistent MRSA Bacteremia

　
	Univariate analysis
	Multivariate analysis†

	Characteristic
	Deceased patients 

(n = 36)
	Surviving patients 

(n = 149)
	p value
	Odds ratio

(95% CI)
	p value

	APACHE II, median (IQR)
	19.5 (15–26)
	  7 (12–21)
	0.03
	1.07 (1.01–1.13)
	0.03

	Charlson comorbidity index, median (IQR)
	4 (2–6)
	3 (2–4)
	0.05
	
	

	Community-acquired infection
	1 (2.8)
	19 (12.8)
	0.13
	
	

	Diabetes mellitus
	 9 (25.0)
	  54 (36.2)
	0.20
	
	

	Liver cirrhosis
	10 (27.8)
	  17 (11.4)
	0.01
	3.75 (1.41–9.97)
	0.01

	Male
	20 (55.6)
	101 (67.8)
	0.17
	
	

	Metastatic bone and joint infection
	0
	  22 (14.8)
	0.01
	
	

	Primary bacteremia
	 4 (11.1)
	  4 (2.7)
	0.048
	
	

	Vancomycin MIC ≤1.0 mg/L
	20 (55.6)
	113 (75.8)
	0.02
	
	

	Vancomycin MIC 1.5 mg/L
	16 (44.4)
	30 (20.1)
	< 0.01
	3.95 (1.70–9.16)
	< 0.01


† This model fits the data well in terms of discrimination (C-statistic 0.758) and calibration (Hosmer-Lemeshow goodness-of-fit statistic 4.129; p = 0.756).
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