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[bookmark: OLE_LINK6]Figure S1 Venn diagrams of bacteria (a) and fungal (b) in the rhizospheres of male and female S. gordejevii at three sites. Fmov, Fsem, and Ffixed represent the female plants in moving, semi-fixed, and fixed sandy sites, respectively; Mmov, Msem, and Mfixed represent the male plants in moving, semi-fixed, and fixed sandy sites, respectively.
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[bookmark: OLE_LINK3][bookmark: OLE_LINK4][bookmark: OLE_LINK5][bookmark: OLE_LINK1][bookmark: _Hlk154833906]Figure S2 The relative abundance of bacteria at the phylum (a), family (b), genus (c), and species (d) levels in the rhizospheres of male and female S. gordejevii at three sites. Fmov, Fsem, and Ffixed represent the female plants in moving, semi-fixed, and fixed sandy sites, respectively; Mmov, Msem, and Mfixed represent the male plants in moving, semi-fixed, and fixed sandy sites, respectively.
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[bookmark: OLE_LINK2]Figure S3 The relative abundance of fungal at the phylum (a), family (b), genus (c), and species (d) levels in the rhizospheres of male and female S. gordejevii at three sites. Fmov, Fsem, and Ffixed represent the female plants in moving, semi-fixed, and fixed sandy sites, respectively; Mmov, Msem, and Mfixed represent the male plants in moving, semi-fixed, and fixed sandy sites, respectively.
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[bookmark: _Hlk154833963][bookmark: _Hlk154832967][bookmark: _Hlk154834048][bookmark: _Hlk154834097][bookmark: _Hlk154834133]Figure S4 LDA scores for microbial community composition in the rhizospheres of male and female S. gordejevii at three sites: (a) Bacteria community composition in female S. gordejevii groups at three sites; (b) Bacteria community composition in male S. gordejevii groups at three sites; (c) Fungal community composition in female S. gordejevii groups at three sites; (d) Fungal community composition in male S. gordejevii groups at three sites. Only taxa with mean abundances >1% were considered significant. A significance alpha of 0.05 and an effect size threshold of 4 was used for all of the biomarkers evaluated. Only taxa meeting an LDA significance threshold of >4 are shown in this figure. Fmov, Fsem, and Ffixed represent the female plants in moving, semi-fixed, and fixed sandy sites, respectively; Mmov, Msem, and Mfixed represent the male plants in moving, semi-fixed, and fixed sandy sites, respectively.
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Figure S5 Heatmap displaying the relative abundance of differential fungal functions in the rhizospheres of male and female S. gordejevii at three sites. Fmov, Fsem, and Ffixed represent the female plants in moving, semi-fixed, and fixed sandy sites, respectively; Mmov, Msem, and Mfixed represent the male plants in moving, semi-fixed, and fixed sandy sites, respectively.
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Figure S6 The relative abundance of differential bacteria functions in the rhizospheres of male and female S. gordejevii at three sites. Fmov, Fsem, and Ffixed represent the female plants in moving, semi-fixed, and fixed sandy sites, respectively; Mmov, Msem, and Mfixed represent the male plants in moving, semi-fixed, and fixed sandy sites, respectively.
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