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Fig. S1 Sb2ODDs and other species FNSI/F3H sequences alignment. 
Black and green asterisks indicate conserved amino acid residues which coordinate ferrous iron binding (HxDxnH) and 2-oxoglutarate binding (RxS), respectively. 
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Fig. S2 In vitro enzyme assays of Sb2ODDs. 
A. HPLC analysis of Sb2ODD1 using pinocembrin as a substrate in vitro enzyme assay. Top, chrysin standard; Ct, control assay; Sb2ODD1, assay of Sb2ODD1 protein. B. MS and MS/MS patterns of peak Ⅰ products, which were identical to chrysin standard. C. HPLC analysis of Sb2ODD7 using naringenin as a substrate in vitro enzyme assay. Top, dihydrokaempferol standard; Ct, control assay; Sb2ODD7, assay of Sb2ODD7 protein. D. MS and MS/MS patterns of peak Ⅱ products, which were identical to dihydrokaempferol standard. E. HPLC analysis of Sb2ODD7 using pinocembrin as a substrate in vitro enzyme assay. Top, pinobanksin standard; Ct, control assay; Sb2ODD7, assay of Sb2ODD7 protein. F. MS and MS/MS patterns of peak Ⅲ products, which were identical to pinobanksin standard.
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Fig. S3 In vivo yeast enzyme assays of Sb2ODDs. 
A. HPLC analysis of Sb2ODD1-4 from DOXC38 using naringenin as a substrate in vivo yeast enzyme assays. Top, apigenin standard; EV, empty vector control; Sb2ODD1-4, assays with corresponding Sb2ODD proteins. B. Sb2ODDs showed no activity on naringenin. C. HPLC analysis of Sb2ODD1-4 from DOXC38 using salicylic acid as a substrate in vivo yeast enzyme assays. Top, 2, 5-DHBA standard; EV, empty vector control; Sb2ODD1-4, assays with corresponding Sb2ODD proteins. D. The reaction was catalyzed by Sb2ODD1-2 from DOXC38 using salicylic acid as a substrate. E. MS patterns of Sb2ODD1-2 products, which were identical to 2, 5-DHBA standard.
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Fig. S4 SDS PAGE analysis of purification of Sb2ODD1 and Sb2ODD7 proteins. 
A. lane 1, markers (M); lane 2, Sb2ODD1 protein; B. lane 1, markers (M); lane 2, Sb2ODD7 protein. 
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Fig. S5 Enzymatic kinetic curve of Sb2ODD7. 
A. Enzymatic kinetic curve of Sb2ODD7 for naringenin as substrate. B. Enzymatic kinetic curve of Sb2ODD7 for pinocembrin as substrate. 
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