Table S1: Prediction of target miRNAs based on the number of software’s
	   Gene
	MicroRNA
	miRanda
	miRDB
	miRWalk
	RNAhybrid 
	PICTAR4
	PICTAR5 PITA
	RNA22
	Targetscan
	SUM

	DNMT3B
	hsa-miR-548  
	1
	1
	1
	0
	1
	0
	0
	1
	5

	DNMT3B
	hsa-miR-200c
	0
	1
	1
	0
	0
	0
	0
	1
	3

	DNMT3B
	hsa-miR-193a
	0
	1
	1
	0
	1
	0
	0
	1
	4

	DNMT3B
	hsa-miR-148
	0
	0
	1
	0
	1
	0
	0
	1
	3

	DNMT3A
	hsa-miR-548  
	0
	1        
	1
	0
	1
	0
	0
	1
	4

	DNMT3A
	hsa-miR-200c
	0
	0
	1
	0
	1
	0
	0
	1
	3

	DNMT3A
	hsa-miR-193a
	0
	1
	1
	0
	1
	0
	0
	1
	4

	DNMT3A
	hsa-miR-148
	1
	0
	1
	0
	0
	0
	0
	1
	3

	DNMT1
	hsa-miR-548  
	0
	1
	0
	1
	0
	0
	0
	1
	3

	DNMT1
	hsa-miR-200c
	0
	1
	1
	0
	0
	0
	0
	1
	3

	DNMT1
	hsa-miR-193a  
	
	1
	1
	0
	0
	1
	0
	1
	4

	DNMT1
	hsa-miR-148
	
	1
	1
	0
	0
	0
	
	1
	3




Table S4: Prediction of target miRNAs based on gene region and seed length
	Gene Name
	Ref Seq ID
	MicroRNA
	Seed Length
	3'UTR Length
	Region

	DNMT3B
	NM_006892
	hsa-miR-548P
	12
	4256
	3'UTR

	DNMT3B
	NM_006892
	hsa-miR-200c
	10
	4256
	

	DNMT3B
	NM_006892
	hsa-miR-193a
	8
	4256
	

	DNMT3B
	NM_006892
	hsa-miR-148
	8
	4256
	

	DNMT3A
	NM_175629
	hsa-miR-548P
	9
	3876
	3'UTR

	DNMT3A
	NM_175629
	hsa-miR-200c
	7
	3876
	

	DNMT3A
	NM_175629
	hsa-miR-193a
	7
	3876
	

	DNMT3A
	NM_175629
	hsa-miR-148
	10
	3876
	

	DNMT1
	NM_0013082
	hsa-miR-548P
	8
	5269
	3'UTR

	DNMT1
	NM_0013082
	hsa-miR-200c
	7
	5269
	

	DNMT1
	NM_0013082
	hsa-miR-193a
	7
	5269
	

	DNMT1
	NM_0013082
	hsa-miR-148
	8
	5269
	





