Table S1: SiRNA sequence of circ_0001756

	[bookmark: _Hlk97123388]siRNA
	
	Sequence（5’-3’）

	si-NC
	sense：
	UUCUCCGAACGUGUCACGUTT

	
	antisense：
	ACGUGACACGUUCGGAGAATT

	si-circ_0001756#1
	sense：
	CAGAUAUUACAGGUAUGGCTT

	
	antisense：
	GCCAUACCUGUAAUAUCUGTT

	si-circ_0001756#2
	sense：
	AUUACAGGUAUGGCCUCACTT

	
	antisense：
	GUGAGGCCAUACCUGUAAUTT



Table S2: Sequences of the miR-584-5p inhibitor and mimics
	miRNA
	
	Sequence（5’-3’）

	
	
	

	Inhibitor NC
	sense：
	CAGUACUUUUGUGUAGUACAA

	hsa-miR-584-5p inhibitor
	sense：
	CUCAGUCCCAGGCAAACCAUAA

	Mimics NC
	sense：
	UUCUCCGAACGUGUCACGUTT

	
	antisense：
	ACGUGACACGUUCGGAGAATT

	hsa-miR-584-5p mimics
	sense：
	UUAUGGUUUGCCUGGGACUGAG

	
	antisense：
	CAGUCCCAGGCAAACCAUAAUU









Table S3: SiRNA sequence of TRAF6
	siRNA
	
	Sequence（5’-3’）

	si-NC
	sense：
	UUCUCCGAACGUGUCACGUTT

	
	antisense：
	ACGUGACACGUUCGGAGAATT

	si-TRAF6#1
	sense：
	GCAAAUGUCAUCUGUGAAUTT

	
	antisense：
	AUUCACAGAUGACAUUUGCTT

	si-TRAF6#2
	sense：
	CCCAGUCACACAUGAGAAUTT

	
	antisense：
	AUUCUCAUGUGUGACUGGGTT

	si-TRAF6#3
	sense：
	GCAGUGCAAUGGAAUUUAUTT

	
	antisense：
	AUAAAUUCCAUUGCACUGCTT




Table S4: Primer sequences used for qPCR and conventional PCR analysis

	Genes
	Sequence（5’ - 3’）
	Products length（bp）

	E-cadherin
	Forward: AGTCACTGACACCAACGATAAT
	208

	
	Reverse: ATCGTTGTTCACTGGATTTGTG
	

	N-cadherin
	Forward: CGATAAGGATCAACCCCATACA
	142

	
	Reverse: TTCAAAGTCGATTGGTTTGACC
	

	Vimentin
	Forward: GAGAACTTTGCCGTTGAAGC
	163

	
	Reverse: GCTTCCTGTAGGTGGCAATC
	

	HIPK2
	Forward: AGCCAGAGCAAGAACATCCC
	143

	
	Reverse: CTTGCTGAGGTGACCACGAT
	

	circ_0001756
	Forward: CTGTGTGCTCCACCTACTTG
	149

	
	Reverse: TACCCAGTCATGTCCCAGTTG
	

	TRAF6
	Forward: GAGACAGGTTTCTTGTGACAAC
	198

	
	Reverse: TGGCAACCAAAAGTACTGAATG
	

	GAPDH
	Forward: CAGGAGGCATTGCTGATGAT
	138

	
	Reverse: GAAGGCTGGGGCTCATTT
	



[bookmark: _Hlk146577395][bookmark: _Hlk146578979]Table S5: Primer sequences used for reverse transcription of miRNAs
	miRNA
	Sequence（5’-3’）

	miR-338-3p
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACCAACAA

	miR-584-5p
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACCTCAGT

	miR-889-3p
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACACAATG

	miR-1178-3p
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACCTAGGG

	miR-1261
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACAAGCCA

	miR-516a-5p
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACGAAAGT

	miR-578
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACACAATC

	miR-581
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACACTGAT

	miR-663b
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACCCTCAG










Table S6: Specific primer sequence used for qPCR of miRNAs
	miRNA
	Sequence（5’-3’）

	miR-338-3p
	CGCGTCCAGCATCAGTGATT

	miR-584-5p
	GCGTTATGGTTTGCCTGGG

	miR-889-3p
	GCGCGTTAATATCGGACAAC

	miR-1178-3p
	GCGCGTTGCTCACTGTTCTT

	miR-1261
	GCGCGATGGATAAGGCTT

	miR-516a-5p
	GCGTTCTCGAGGAAAGAAGC

	miR-578
	GCGCGCTTCTTGTGCTCTAG

	miR-581
	CGCGCGTCTTGTGTTCTCTAG

	miR-663b
	GGTGGCCCGGCCGTGC































[bookmark: _Hlk124981434]Table S7: Correlation analysis between clinical characteristics and expression levels of circ_0001756 in tumor tissues of 21 BC patients

	Characteristics
	No. of patients
	Circ_0001756 Expression
	P-value

	
	
	low
	high
	

	Tumor Size (cm)
	
	
	
	

	≤2
	4
	4
	0
	0.035

	>2
	17
	6
	11
	

	Age (years)
	
	
	
	

	≤50
	9
	6
	3
	0.387

	>50
	12
	5
	7
	

	Pathological Type
	
	
	
	

	IDC
	17
	9
	8
	1.000

	DCIS and others
	4
	2
	2
	

	Lymph Node Metastasis
	
	
	
	

	0
	17
	8
	9
	0.586

	≥1
	4
	3
	1
	

	TNM stage
	
	
	
	

	T0 - I
	5
	5
	0
	0.012

	II - Ⅲ
	16
	5
	11
	

	HER2
	
	
	
	

	-
	7
	3
	4
	1.000

	+
	14
	7
	7
	


IDC: Invasive Ductal Carcinoma
DCIS: Ductal Carcinoma In Situ

