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Table 1S. Patients PIK3CA mutations
	PIK3CA mutation
	N, (%)

	Gly106Asp (G106D)
	1 (2.6)

	Glu110del
	1 (2.6)

	Asn345Lys (N345K)
	2 (5.3)

	Glu418Lys (E418K)
	1 (2.6)

	Pro539Arg (P539R)
	1 (2.6)

	Glu542Ala (E542A)
	2 (5.3)

	Glu542Lys (E542K)
	1 (2.6)

	Glu545Lys (E545K)
	6 (15.8)

	Glu726Lys (E726K)
	2 (5.3)

	Thr1025Ala (T1025A)
	1 (2.6)

	Met1043Ile (M1043I)
	1 (2.6)

	His1047Arg (H1047R)
	9 (23.7)

	His1047Leu (H1047L)
	1 (2.6)

	Additional PK3CA mutations (double mutations)
	8 (21.1)

	Asn107Thr (N107T)
	1 (2.6)

	Glu546Leu (Q546L)
	1 (2.6)

	Asp1017His (D1017H)
	1 (2.6)

	His1047Arg (H1047R)
	5 (13.2)


























Table 2S. Association of baseline characteristics, treatment, with adverse events grade ≥2 
	
	At lease one AE Grade ≥2, n (%)

	
	Yes
	No
	P-valuea

	Age group
	
	
	P = 0.330

	<60 
	10 (27)
	2 (5.4)
	

	60-64 
	2 (5.4)
	1 (2.7)
	

	65–69 
	2 (5.4)
	1 (2.7) 
	

	70 -74(n=X)
	5 (13.5) 
	2 (5.4) 
	

	≥75(n=X)
	12 (32.4)
	0 (0)
	

	Treatment Line 
	
	
	P = 0.761

	≤3
	16 (43.2)
	4 (10.8)
	

	≥4
	15 (40.5)
	2 (5.4)
	

	ECOG
	
	
	P = 0.584

	0
	7 (28)
	1 (4)
	

	1
	8 (32)
	2 (8) 
	

	2
	5 (20)
	0 (0) 
	

	≥3
	1 (4)
	1 (4)
	

	Sarcopenia (SMI<38), cm2 /m2
	
	
	P = 0.187

	Yes
	14 (40)
	5 (14.3) 
	

	No
	15 (42.9)
	1 (2.9)
	

	SMIb tertial, cm2 /m2
	
	
	P = 0.852

	1 (<33.8)
	9 (25.7)
	3 (8.6)
	

	2 (33.81-39.84)
	10 (28.6)
	2 (5.7)
	

	3 (≥39.85)
	10 (28.6)
	1 (2.9)
	

	SMGb tertial, AU
	
	
	P = 0.087

	1 (≤989)
	11 (34.4)
	0 (0)
	

	2 (990-1412)
	7 (21.9)
	4 (12.5)
	

	3 (≥1413)
	8 (25)
	2 (6.3)
	

	LBMb tertial, kg
	
	
	P = 0.854

	1 (≤32.02)
	10 (83.3)
	2 (16.7)
	

	2 32.03-36.66)
	10 (76.9)
	3 (23.1)
	

	3 ≥36.67)
	11 (91.7)
	1 (8.3)
	



Abbreviations: SMG, skeletal muscle gauge; SMI, skeletal muscle index; AE = adverse event, AU = arbitrary units; BSA=body surface area; SMI= skeletal muscle index, Defined as SMI<38cm2/m2. SMD- skeletal muscle density was derived by averaging Hounsfield Units (HU) of skeletal muscle at the L3 vertebrae. SMG- skeletal muscle gauge was calculated by multiplying SMI x SMD, the units for SMG are: (cm^2 tissue * average HU)/(m^2 height) for simplicity we chose to represent  them as arbitrary units (AU). LMB- lean body mass (kg) = 0·30 × [skeletal muscle at L3 using CT (cm2)] + 6·06]
SMA- skeletal muscle area (cm2)
a Chi-square test. b Defined as tertials


