Table 2.  GO and KEGG pathway enrichment analysis of DEGs in the most significant module.

	[bookmark: _GoBack]Pathway ID
	Pathway description
	Count in gene set
	FDR

	GO:0070062
	extracellular exosome
	53
	3.35E-04

	GO:0005615
	extracellular space
	25
	0.063597529

	GO:0048471
	perinuclear region of cytoplasm
	13
	0.307512813

	GO:0005925
	focal adhesion
	11
	3.026758119

	GO:0045121
	membrane raft
	6
	6.295591874

	GO:0005901
	caveola
	4
	8.831612417

	GO:0072562
	blood microparticle
	5
	15.5558725

	GO:0009897
	external side of plasma membrane
	6
	33.07685983

	GO:0031012
	extracellular matrix
	5
	33.92929044

	GO:0030139
	endocytic vesicle
	3
	53.88723449

	GO:0001725
	stress fiber
	3
	62.7082808

	GO:0005578
	proteinaceous extracellular matrix
	5
	69.37148675

	GO:0043234
	protein complex
	5
	70.08956092

	GO:0016504
	peptidase activator activity
	3
	4.3976352

	GO:0008201
	heparin binding
	6
	5.205202794

	GO:0005509
	calcium ion binding
	14
	19.84117346

	GO:0000982
	transcription factor activity, RNA polymerase II core promoter proximal region sequence-specific binding
	3
	20.51033215

	GO:0005006
	epidermal growth factor-activated receptor activity
	2
	25.50307895

	GO:0001077
	transcriptional activator activity, RNA polymerase II core promoter proximal region sequence-specific binding
	7
	29.02315471

	GO:0008144
	drug binding
	3
	53.3642581

	GO:0016301
	kinase activity
	5
	59.07495905

	oas03320
	PPAR signaling pathway
	4
	0.149393833

	oas05168
	Herpes simplex infection
	4
	4.321555685

	oas04115
	p53 signaling pathway
	3
	5.536804137

	oas04114
	Oocyte meiosis
	3
	11.19167918

	oas04110
	Cell cycle
	3
	15.37555535

	oas05203
	Viral carcinogenesis
	3
	37.16312477

	oas04923
	Regulation of lipolysis in adipocytes
	2
	57.36587029

	oas05210
	Colorectal cancer
	2
	63.03446818

	oas05031
	Amphetamine addiction
	2
	64.188865

	oas04662
	B cell receptor signaling pathway
	2
	64.75258273

	GO, Gene Ontology; KEGG, Kyoto Encyclopedia of Genes and Genomes; DEGs, differentially expressed genes; FDR, false discovery rate.



