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Supplementary Fig.1 Type I IFN changes the expression of genes related to lipid synthesis in mouse and human CD4+ T cell related to Fig.1.
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Supplementary Fig.2 Pharmacological and genetic inhibition of fatty acid synthesis pathway induced gene expression of ISGs related to Fig.2.

Mx1

Ddx58

0 10 20

Ifit1

Ddx60

Mx2
0 20 40

Irf7

ed

ES = 0.75
P - value < 0.001

En
ric

hi
m

en
t S

co
re

 (E
S)

0.8
0.7
0.6
0.5
0.4
0.3
0.2
0.1
0.0
-0.1

GO : 
CELLULAR RESPONSE TO 
TYPE1 INTERFERON

0 1000 2000 3000 4000 5000 6000 7000

Leading edge genes

Isg15

Ifi35
Oas3

Bst2

Irf1
Irf7
Psmb8

Ifit3

Stat1

Gbp2 Stat2
Irf9

Xaf1

Mx1
Isg20
Irf2
Oas1
Adar
Oasl
Ifit2
Samhd1
Ikbke

Relative expression (/Hprt)

0 10 20

Ifit1

0 15 30

Ddx58

0.0 7.5 15.0

Oasl1

0 20 40

Mx2

Relative expression (/Hprt)

Control

TOFA

IFNβ

Th0 Cell Conditions

0 15 30

0
3 6 0 5 10

0 25 50
Relative expression (/Hprt)

Control

TOFA

IFNβ

Th9 Cell Conditions

Mx2Oasl1

Irf7Ifit1

Relative expression (/Hprt)

Control

TOFA

IFNβ

Th17 Cell Conditions

Mx2Oasl1

Irf7Ifit1

Relative expression (/Hprt)

Control

TOFA

IFNβ

Regulatory T cell Conditions

Mx2Oasl1

Irf7Ifit1

m

0 3 6

0 13 26 0 13 26

0 20 40
Relative expression (/Hprt)

Control

TOFA

IFNβ

CD8+ T cell

Mx2Mx1

Oasl1Ifit1

h
Oasl1

Mx2

Control

IFNβ

TOFA

Relative expression (/Hprt)

IFNβ
 (U/ml)

1
3

10
10
30

100

TOFA
 (μM)

IFNβ
 (U/ml)

C
D

8a

CD4

CD4 Cre (-) CD4 Cre (+)
Thymus

CD4 Cre (-) CD4 Cre (+)
Spleen

102 104103101 105100

102

104

103

101

105

100

102 104103101 105100

102

104

103

101

105

100

2.1

5.1

1.6

4.9

11.7

14.1

6.8

8.0

28.2
66.3

34.4
58.3

0

4

8

12

0

5

10

15

20

0.00

0.25

0.50

0.00

0.25

0.50

0.0

2.5

5.0

0.00

0.25

0.50

0.00

0.25

0.50

a b

C
D

44

CD62L

CD4 Cre (-) CD4 Cre (+)
Splenic CD4 T cell

102 104103101 105100

102

104

103

101

105

100

C
el

l n
um

be
r (

x1
07  c

el
ls

)
C

el
l n

um
be

r (
x1

07  c
el

ls
)

Whole CD4 SP CD8 SPDP

Whole CD8CD4
***

P*** < 0.001

***
CD4 Cre (-)

CD4 Cre (+)

0

25

50

75

100

0

25

50

75

100

C
D

44
-  C

D
62

L+  c
el

ls
in

 C
D

4 
T 

ce
lls

 (%
)

C
D

44
+  C

D
62

L-  c
el

ls
in

 C
D

4 
T 

ce
lls

 (%
)

p=0.796

p=0.490

i

Th2 Cell Condisions

j k

l

Control

ACC1-/-

TOFA

0 15 30

0 50 100

0 200 400

0 40 80

0 20 40 0 10 20

0 40 800 50 100

0



d e

b

0

500

1000

WT Littermate WT ACC1-/-

ACC1-/- MixWT Mix

*

M
FI

 (A
rb

ita
ry

 u
ni

t)

c

P*  < 0.05

Supplementary Fig.3 IFNα produced by Th1 cells with lower activity of fatty acid synthesis acts in a paracrine manner related to Fig.3.
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Supplementary Fig.4 Inhibition of MUFA synthesis is important for the Induction of ISGs in CD4+ T cells related to Fig.4.
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Supplementary Fig.5 CRISPR-Cas9 mediated genome edition occurs decreased protein expression related to Fig.5.
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Supplementary Fig.6 Abrogation of fatty acid synthesis pathway changes in the lipid composition related to Fig.6.
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