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Figure S1: Species accumulation boxplot.
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Figure S2: KRONA species annotation map
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Figure S2: KEGG pathway annotation.


Table S1 The oligonucleotides used in this study.
	IL-1β
	Forward: 5′- TTCCCA TTAGACAACTGC-3′
	BcL-w
	Forward:5′-CCGTCTTGTGGCATTCTT-3′

	
	Reverse: 5′- CTGTAGTGTTGTATGTGATC -3′
	
	Reverse: 5′-AGCACTGTCCTCACTGAT-3′

	IL-6
	Forward: 5′- CAGAACCGCAGTGAAGAG -3′
	Pum
	Forward:5′-GATTCGGAAGCAGCAGTT-3′

	
	Reverse: 5′- CAGAACCGCAGTGAAGAG -3′
	
	Reverse: 5′-GGAGCAGCAGAGATGTATC-3′

	TNF-α
	Forward:5′- CTCA TTCCTGCTTGTGGC -3′
	p53
	Forward:5′-TGGAAGACAGGCAGACTT-3′

	
	Reverse: 5′- CACTTGGTGGTTTGCTACG -3′
	
	Reverse: 5′-GTGATGATGGTAAGGATAGGT-3′

	IL-10
	Forward: 5′- CAGAGCCAAAGCAGTGAGC -3′
	Bak
	Forward:5′-GGAATGCCTACGAACTCTT-3′

	
	Reverse: 5′- TGACCCAGTCCATCCAGAG -3′
	
	Reverse: 5′-CCAACAGAACCACACCAA-3′

	NF-κB
	Forward:5′-CCATAGCCATAGTTGCGGTCCTTC-3′
	Caspase3
	Forward:5′-TGGTTGACGCAGTAGAGA-3′

	
	Reverse: 5′- CGTTCTTCCCTCCCTTTTCCTTTCC-3′
	
	Reverse: 5′-GACGCCTTCACACTTCAT-3′

	IκB-α
	Forward:5′-GAATCACCAGAACATCGTGAAG-3′
	RIP1
	Forward:5′-TGGTTGACGCAGTAGAGA-3′

	
	Reverse: 5′- CAGTACTCCATGATTAGCACCT-3′
	
	Reverse: 5′-GACGCCTTCACACTTCAT-3′

	p38
	Forward:5′-GCCGCTTAGTCACATACC-3′
	RIPK3
	Forward:5′-TGCCTTGACCTACTGATTG-3′

	
	Reverse: 5′-GCCGCTTAGTCACATACC-3′
	
	Reverse: 5′-TTCCGTGACATAACTTGACA-3′

	ATG7    
	Forward:5′-GTGTACGATCCCTGTAACCTAG-3′      
	ZO-1
	Forward:5′- AACCCGAAACTGATGCTGTGGATAG -3′

	
	Reverse: 5′- GATGCTATGTGTCACGTCTCTA-3′      
	
	Reverse:5′- CGCCCTTGGAATGTATGTGGAGAG -3′

	ATG5
	Forward:5′-AGTCAAGTGATCAACGAAATGC-3′
	ZO-2
	Forward:5′- CATGTCTCTAACGGATGCTCGGAAG -3′

	
	Reverse: 5′- TATTCCATGAGTTTCCGGTTGA-3′       
	
	Reverse:5′- GTTTAGGGCTGGGATGTTGATGAGG -3′

	p62
	Forward:5′-GAACACAGCAAGCTCATCTTTC-3′  
	Occludin
	Forward:5′- TGGAGGCTATGGCTATGGCTATGG-3′

	
	Reverse: 5′- AAAGTGTCCATGTTTCAGCTTC-3′      
	
	Reverse:5′- TTACTAAGGAAGCGATGAAGCAGAAGG-3′

	Beclin    
	Forward:5′-TAATAGCTTCACTCTGATCGGG-3′   
	E-cadherin
	Forward: 5′- ACCAGCAGTTCGTTGTCGTCAC-3′

	
	Reverse: 5′- CAAACAGCGTTTGTAGTTCTGA-3′
	
	Reverse: 5′- GTTCCTCGTTCTCCACTCTCACATG-3′

	LC3α
	Forward:5′-CTGTCCTGGATAAGACCAAGTT-3′
	CaM
	Forward:5′-ACAAGGATGGGAATGGTTACAT-3′

	
	Reverse: 5′- GTCTTCATCCTTCTCCTGTTCA-3′
	
	Reverse: 5′- TGCAGTCATCATCTGTACGAAT-3′

	PERK
	Forward:5′-GTAGCCACGACCTTCATC-3′
	MLC
	Forward:5′-GATAGCCATCAGCAGCCTCACATC-3′

	
	Reverse: 5′-GTAGCCACGACCTTCATC-3′
	
	Reverse: 5′- GCAACAGGAGCAGCAGGAGAAC-3′

	IRE1
	Forward:5′-TTGAAGTGGACAGTGAAGG-3′
	MLCK
	Forward:5′-GGGCTGCCTCTCATCATCAATACG-3′

	
	Reverse: 5′-TTGAAGTGGACAGTGAAGG-3′
	
	Reverse: 5′- TGGATTCTGCTTCTGTGGGTAGGG-3′ 

	elF2α
	Forward:5′-TGGTGGTTATCCGTGTTG-3′
	RhoA
	Forward:5′-ACGGTGTTTGAAAACTATGTGG-3′

	
	Reverse: 5′-CCGATTGCTTGAAGATGTC-3′
	
	Reverse: 5′- GACAGAAATGCTTGACTTCTGG-3′

	GRP78
	Forward:5′-GTCAGGGAGAGGAGGAAT-3′
	Rho 
	Forward:5′-GTCTGATCTTCGTGGTAGACTG-3′ 

	
	Reverse: 5′-TGGTGTCACTTATGGTAGAA-3′
	
	Reverse: 5′- CTCATCTCCCGGTCATTGATAA-3′

	CHOP2
	Forward:5′-TACACCACCACACCTGAA-3′
	GAPDH
	Forward: 5′-CCCAGAAGACTGTGGATGG-3′

	
	Reverse: 5′-GCACCACTACACCTGATAG-3′
	
	Reverse: 5′- ACACATTGGGGGTAGGAACA-3′

	BcL-2
	Forward:5′-CCTCCAATACTCACTCTGTC-3′
	
	

	
	Reverse: 5′-TACCTGCGTTCTCCTCTC-3′
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