
Supplementary Table 2. The final EV proteins (MSA vs. HC) through BOLD Selector from 550 
1272 overlapping EV proteins between Orbitrap Fusion Lumos and Orbitrap Fusion Lumos 551 
FAIMS platform analysis. 552 
MSA vs. HC 
Number Protein ID Gene symbol ranking Missing rate 
V1 P04180 LCAT 1 0 
V2 P29622 SERPINA4 1 0 
V3 P55060 CSE1L 1 0.00666667 
V4 P46109 CRKL 4 0.04666667 
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