Supplement 4. Cluster analysis
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Figure S2. Cluster analysis of transposed (import) connectivity matrices of the simulated agent trajectories for A. senhousia (A), B. simplex (B), E. sinensis (C) and L. calida (D). Each cluster is represented by a polygon with a unique colour. Values in cluster centroids (circles) indicate the self-recruitment within each cluster (in % of the total no. of agents settled). Similarly, the thickness of arrows represents the import of agents between clusters, calculated relative to the total number of agents settled. Bars beside each cluster centroid indicate the proportion of agents that define each cluster relative to the cluster based on the highest number of agents. An upper threshold for arrow thickness was set to 10%.
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