Supplementary Table 1.  Characteristics of 148 genetic variants in SCZ and Sepsis.

	
	
	
	
	SCZ
	
	Sepsis

	SNP
	chr
	EA
	NEA
	Beta
	SE
	P
	
	Beta
	SE
	P

	rs1000237
	19
	A
	T
	0.0732
	0.0089
	2.80E-16
	
	-0.015
	0.014
	0.3068

	rs10035564
	5
	G
	A
	0.0668
	0.0092
	4.38E-13
	
	0
	0.015
	0.9746

	rs10086619
	8
	G
	A
	0.0722
	0.0116
	4.97E-10
	
	0.008
	0.018
	0.6804

	rs10103330
	8
	A
	T
	0.0673
	0.0108
	5.07E-10
	
	0.007
	0.018
	0.6872

	rs10117
	5
	A
	G
	-0.055
	0.0088
	4.66E-10
	
	-0.012
	0.014
	0.382

	rs10861176
	12
	A
	G
	0.0555
	0.0098
	1.59E-08
	
	-0.022
	0.015
	0.1469

	rs10873538
	14
	G
	T
	0.0665
	0.0091
	3.01E-13
	
	-0.005
	0.014
	0.7208

	rs10876446
	12
	C
	G
	0.054
	0.0094
	1.03E-08
	
	-0.013
	0.015
	0.3607

	rs10957321
	8
	A
	G
	0.0476
	0.0086
	3.48E-08
	
	-0.021
	0.014
	0.1231

	rs11027839
	11
	C
	A
	0.0515
	0.0086
	2.40E-09
	
	0.011
	0.014
	0.4274

	rs11136325
	8
	A
	G
	-0.0538
	0.0091
	3.05E-09
	
	0.02
	0.014
	0.1588

	rs11165867
	1
	T
	C
	0.0743
	0.0116
	1.30E-10
	
	0.011
	0.019
	0.5619

	rs11191580
	10
	C
	T
	-0.1317
	0.0155
	1.77E-17
	
	0.039
	0.025
	0.1243

	rs11210892
	1
	A
	G
	-0.0635
	0.0091
	2.68E-12
	
	-0.014
	0.015
	0.3303

	rs113264400
	20
	C
	T
	0.1123
	0.0202
	2.86E-08
	
	0.05
	0.033
	0.1285

	rs11587347
	1
	G
	C
	0.1039
	0.0147
	1.53E-12
	
	0.009
	0.023
	0.7123

	rs11664298
	18
	A
	G
	0.0774
	0.0108
	8.94E-13
	
	0.022
	0.017
	0.1872

	rs11693094
	2
	T
	C
	-0.0544
	0.0087
	4.29E-10
	
	-0.001
	0.014
	0.936

	rs11696755
	20
	C
	T
	0.0637
	0.011
	7.26E-09
	
	-0.002
	0.018
	0.9022

	rs11740474
	5
	T
	A
	0.0537
	0.0088
	1.13E-09
	
	0.004
	0.014
	0.7968

	rs11941714
	4
	A
	G
	-0.0516
	0.0093
	3.07E-08
	
	0.009
	0.015
	0.5624

	rs1198588
	1
	T
	A
	0.1026
	0.0108
	1.73E-21
	
	-0.036
	0.017
	0.036

	rs12129573
	1
	A
	C
	0.0778
	0.0089
	2.28E-18
	
	-0.004
	0.014
	0.8062

	rs12138231
	1
	A
	T
	0.067
	0.0116
	7.99E-09
	
	-0.004
	0.018
	0.8001

	rs12151767
	2
	A
	G
	-0.0611
	0.0086
	1.31E-12
	
	-0.012
	0.014
	0.3974

	rs12285419
	11
	A
	C
	0.0849
	0.011
	1.05E-14
	
	0.002
	0.017
	0.8931

	rs12293670
	11
	G
	A
	-0.0705
	0.0092
	1.56E-14
	
	-0.003
	0.015
	0.8443

	rs12303743
	12
	C
	G
	0.0875
	0.0145
	1.59E-09
	
	-0.011
	0.023
	0.6419

	rs12489270
	3
	C
	T
	0.0579
	0.0089
	7.47E-11
	
	-0.005
	0.014
	0.7333

	rs12652777
	5
	C
	T
	-0.0488
	0.0086
	1.52E-08
	
	0.03
	0.014
	0.0297

	rs12712510
	2
	C
	T
	-0.0574
	0.0087
	5.14E-11
	
	0.006
	0.014
	0.6808

	rs12771371
	10
	A
	G
	-0.0524
	0.0093
	1.94E-08
	
	-0.002
	0.015
	0.8702

	rs12833624
	12
	T
	C
	0.0502
	0.009
	2.77E-08
	
	-0.015
	0.014
	0.2945

	rs12877581
	13
	C
	G
	0.0596
	0.0099
	1.80E-09
	
	-0.019
	0.015
	0.2101

	rs12883788
	14
	T
	C
	0.0613
	0.0087
	1.86E-12
	
	0.033
	0.014
	0.0164

	rs13016542
	2
	C
	T
	-0.0883
	0.0129
	8.28E-12
	
	-0.037
	0.02
	0.0734

	rs13107325
	4
	T
	C
	0.1587
	0.0168
	2.90E-21
	
	-0.02
	0.026
	0.4423

	rs13195636
	6
	C
	A
	-0.2105
	0.0159
	6.55E-40
	
	-0.014
	0.021
	0.5152

	rs13233308
	7
	T
	C
	-0.0487
	0.0086
	1.75E-08
	
	0.011
	0.014
	0.4003

	rs132582
	22
	T
	C
	-0.051
	0.0086
	3.26E-09
	
	-0.007
	0.014
	0.6258

	rs1430894
	3
	T
	C
	0.0533
	0.0086
	6.15E-10
	
	0.011
	0.014
	0.4424
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	rs145071536
	1
	C
	T
	0.0851
	0.012
	1.62E-12
	
	-0.005
	0.018
	0.7599

	rs1451488
	2
	G
	A
	0.0709
	0.0087
	4.47E-16
	
	0.011
	0.014
	0.4156

	rs149165
	16
	G
	T
	-0.0482
	0.0087
	3.00E-08
	
	-0.003
	0.014
	0.8368

	rs1593304
	7
	G
	A
	0.0641
	0.0111
	7.45E-09
	
	-0.008
	0.017
	0.6522

	rs1604060
	3
	G
	A
	0.0772
	0.014
	3.24E-08
	
	-0.014
	0.022
	0.5183

	rs1611236
	6
	A
	G
	-0.0551
	0.0096
	8.47E-09
	
	-0.004
	0.015
	0.8021

	rs1615350
	12
	T
	C
	-0.0736
	0.0098
	4.92E-14
	
	-0.005
	0.016
	0.7751

	rs167924
	3
	G
	A
	0.0502
	0.009
	2.34E-08
	
	0.003
	0.014
	0.8399

	rs16851048
	1
	C
	T
	0.0745
	0.0107
	4.15E-12
	
	0.017
	0.017
	0.3355

	rs16867571
	5
	G
	A
	-0.0657
	0.0104
	2.68E-10
	
	-0.016
	0.016
	0.3258

	rs17194490
	3
	T
	G
	0.0782
	0.0116
	1.80E-11
	
	0.019
	0.018
	0.3026

	rs17731
	10
	A
	G
	0.0524
	0.0089
	4.37E-09
	
	-0.001
	0.014
	0.9392

	rs1860002
	12
	T
	C
	-0.0838
	0.0087
	1.04E-21
	
	0.016
	0.014
	0.2569

	rs187557
	5
	T
	C
	-0.0667
	0.0119
	2.03E-08
	
	-0.005
	0.019
	0.7909

	rs1881046
	2
	T
	G
	-0.0507
	0.0092
	3.39E-08
	
	-0.024
	0.014
	0.0937

	rs1901512
	5
	C
	T
	-0.0584
	0.0094
	5.72E-10
	
	-0.01
	0.015
	0.5195

	rs1915019
	8
	G
	A
	-0.0571
	0.0098
	6.57E-09
	
	-0.012
	0.016
	0.4423

	rs2053079
	19
	G
	A
	0.0599
	0.0101
	3.01E-09
	
	-0.02
	0.016
	0.2079

	rs2078266
	9
	G
	A
	-0.0696
	0.0126
	2.94E-08
	
	0.009
	0.02
	0.6543

	rs215412
	4
	A
	G
	0.0577
	0.0091
	2.69E-10
	
	0
	0.015
	0.9761

	rs2167378
	2
	T
	C
	-0.0649
	0.0087
	7.30E-14
	
	-0.015
	0.014
	0.2863

	rs217336
	6
	A
	C
	-0.0503
	0.0087
	8.05E-09
	
	0.01
	0.014
	0.4475

	rs2252074
	7
	G
	T
	0.0685
	0.0088
	6.19E-15
	
	-0.012
	0.014
	0.3756

	rs2332700
	14
	G
	C
	-0.0751
	0.0099
	3.88E-14
	
	0.007
	0.016
	0.6808

	rs2333321
	4
	G
	A
	-0.0712
	0.0105
	1.25E-11
	
	-0.034
	0.017
	0.0427

	rs2381411
	9
	C
	T
	0.0504
	0.0088
	1.25E-08
	
	-0.002
	0.014
	0.8803

	rs2455415
	13
	T
	C
	0.0495
	0.0088
	1.69E-08
	
	0.003
	0.014
	0.8323

	rs2514218
	11
	T
	C
	-0.0705
	0.0092
	1.35E-14
	
	-0.011
	0.014
	0.4376

	rs2696466
	17
	G
	A
	-0.0612
	0.0092
	2.64E-11
	
	0.003
	0.014
	0.8513

	rs2710323
	3
	C
	T
	-0.0784
	0.0086
	1.23E-19
	
	0.026
	0.014
	0.0623

	rs2815731
	6
	A
	C
	-0.06
	0.0091
	4.39E-11
	
	0.013
	0.014
	0.3686

	rs2909457
	2
	A
	G
	-0.049
	0.0087
	1.48E-08
	
	0.006
	0.014
	0.6389

	rs308697
	3
	A
	C
	-0.0501
	0.0087
	8.83E-09
	
	0.003
	0.014
	0.826

	rs34555420
	6
	T
	G
	-0.1687
	0.0173
	1.54E-22
	
	-0.024
	0.023
	0.3051

	rs35351411
	15
	C
	A
	0.0635
	0.0087
	2.21E-13
	
	-0.011
	0.014
	0.435

	rs35426637
	7
	T
	G
	-0.0623
	0.0093
	2.15E-11
	
	0.037
	0.015
	0.0113

	rs35734242
	4
	C
	T
	0.0507
	0.0089
	1.37E-08
	
	0.003
	0.014
	0.8399

	rs3739118
	2
	A
	G
	-0.057
	0.0095
	2.36E-09
	
	0
	0.015
	0.9841

	rs3770754
	2
	G
	C
	-0.0529
	0.0091
	5.35E-09
	
	-0.019
	0.014
	0.1821

	rs3791710
	2
	C
	T
	-0.06
	0.0108
	3.02E-08
	
	-0.014
	0.017
	0.415

	rs3795310
	1
	T
	C
	-0.051
	0.0087
	5.75E-09
	
	0
	0.014
	0.9739

	rs3802924
	11
	C
	A
	-0.0736
	0.0108
	9.58E-12
	
	-0.038
	0.017
	0.0271

	rs3814883
	16
	T
	C
	-0.0671
	0.0087
	1.58E-14
	
	0.009
	0.014
	0.4999

	rs3824451
	9
	C
	T
	0.0656
	0.0118
	2.54E-08
	
	0.002
	0.019
	0.9245
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	rs4129585
	8
	C
	A
	-0.075
	0.0087
	5.11E-18
	
	-0.018
	0.014
	0.181

	rs4575535
	16
	G
	A
	0.0558
	0.0096
	5.77E-09
	
	0.007
	0.015
	0.6375

	rs4632195
	18
	T
	C
	0.0472
	0.0086
	4.59E-08
	
	0.03
	0.014
	0.0299

	rs4636654
	11
	A
	G
	-0.0483
	0.0089
	4.89E-08
	
	0.007
	0.014
	0.6205

	rs4653164
	1
	T
	C
	0.0511
	0.0092
	3.08E-08
	
	0.021
	0.015
	0.1652

	rs4702
	15
	A
	G
	-0.0843
	0.0089
	2.79E-21
	
	-0.031
	0.014
	0.0219

	rs4766428
	12
	T
	C
	0.075
	0.0089
	3.93E-17
	
	0.013
	0.014
	0.3318

	rs4779050
	15
	G
	T
	-0.058
	0.0089
	7.27E-11
	
	0.036
	0.014
	0.0114

	rs4812325
	20
	A
	G
	0.0719
	0.0089
	8.96E-16
	
	-0.024
	0.014
	0.0878

	rs4921741
	8
	G
	A
	0.056
	0.0098
	1.21E-08
	
	0.025
	0.016
	0.1137

	rs498591
	9
	T
	A
	0.0725
	0.0121
	2.11E-09
	
	-0.017
	0.02
	0.3819

	rs500102
	9
	C
	T
	-0.0517
	0.0088
	4.87E-09
	
	0.004
	0.014
	0.762

	rs505061
	9
	A
	C
	0.0535
	0.0086
	5.80E-10
	
	-0.005
	0.014
	0.7166

	rs56205728
	15
	A
	G
	0.063
	0.0097
	1.01E-10
	
	-0.015
	0.015
	0.3311

	rs56335113
	1
	G
	A
	-0.0647
	0.0094
	6.02E-12
	
	0
	0.015
	0.9877

	rs57433322
	17
	G
	C
	-0.0831
	0.0139
	1.99E-09
	
	0.009
	0.021
	0.6835

	rs5751191
	22
	C
	T
	0.0656
	0.0086
	3.00E-14
	
	0.001
	0.014
	0.9552

	rs58120505
	7
	C
	T
	-0.0896
	0.0088
	2.24E-24
	
	-0.004
	0.014
	0.788

	rs6001259
	22
	T
	C
	0.1915
	0.0348
	3.70E-08
	
	-0.109
	0.059
	0.0655

	rs6010045
	22
	C
	T
	0.0549
	0.0095
	7.44E-09
	
	0.025
	0.015
	0.0875

	rs60135207
	3
	T
	G
	-0.0496
	0.0088
	1.53E-08
	
	-0.018
	0.014
	0.196

	rs61857878
	10
	T
	A
	-0.0601
	0.0102
	4.44E-09
	
	0.005
	0.016
	0.7471

	rs62018952
	15
	C
	T
	0.0584
	0.0097
	1.94E-09
	
	0.009
	0.015
	0.559

	rs62183855
	2
	C
	A
	-0.0661
	0.0111
	2.66E-09
	
	-0.008
	0.017
	0.6432

	rs634940
	6
	T
	G
	0.0664
	0.0099
	1.78E-11
	
	0.008
	0.016
	0.5888

	rs6482437
	10
	C
	A
	0.0989
	0.0142
	3.33E-12
	
	-0.014
	0.022
	0.5196

	rs6538539
	12
	T
	G
	-0.0568
	0.0086
	4.43E-11
	
	0.014
	0.014
	0.3227

	rs6546857
	2
	G
	A
	0.0604
	0.0102
	2.74E-09
	
	-0.017
	0.016
	0.3031

	rs6549963
	3
	C
	T
	-0.0483
	0.0088
	4.31E-08
	
	0.015
	0.014
	0.2757

	rs6673880
	1
	G
	A
	0.0623
	0.0091
	7.19E-12
	
	0.006
	0.014
	0.6803

	rs6715366
	2
	A
	G
	0.0541
	0.0097
	2.49E-08
	
	0.033
	0.015
	0.0297

	rs6721531
	2
	T
	A
	-0.0517
	0.0091
	1.47E-08
	
	-0.022
	0.014
	0.1289

	rs6798742
	3
	G
	A
	0.0611
	0.0093
	4.57E-11
	
	-0.006
	0.015
	0.6861


	rs6943762
	7
	C
	T
	-0.1051
	0.0132
	1.57E-15
	
	-0.021
	0.021
	0.3024

	rs6974218
	7
	C
	A
	-0.0549
	0.0089
	6.80E-10
	
	-0.004
	0.014
	0.8031

	rs6984242
	8
	A
	G
	-0.0547
	0.0087
	3.85E-10
	
	0.024
	0.014
	0.0807

	rs708228
	11
	T
	C
	0.0528
	0.0091
	6.56E-09
	
	0.008
	0.015
	0.5765

	rs7112616
	11
	C
	T
	-0.0522
	0.0086
	1.52E-09
	
	0.021
	0.014
	0.1236

	rs7113199
	11
	C
	A
	-0.0523
	0.0094
	2.80E-08
	
	0.009
	0.015
	0.5441

	rs7251
	19
	G
	C
	-0.0641
	0.0094
	8.29E-12
	
	-0.02
	0.015
	0.1769

	rs72802868
	5
	T
	G
	-0.0692
	0.0096
	4.55E-13
	
	0.003
	0.015
	0.8409

	rs728055
	7
	A
	T
	-0.0674
	0.009
	8.85E-14
	
	0.006
	0.014
	0.6509

	rs72943392
	11
	C
	G
	0.0535
	0.0096
	2.39E-08
	
	-0.004
	0.015
	0.8032
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	rs72986630
	19
	T
	C
	0.1123
	0.0179
	3.59E-10
	
	-0.004
	0.029
	0.8954

	rs73229090
	8
	A
	C
	-0.1026
	0.0142
	4.34E-13
	
	0.009
	0.021
	0.6596

	rs73292401
	17
	A
	T
	0.0676
	0.0109
	5.48E-10
	
	-0.024
	0.017
	0.1651

	rs7515363
	1
	T
	C
	-0.0535
	0.0089
	1.84E-09
	
	0
	0.014
	0.9957

	rs7575796
	2
	G
	A
	-0.0963
	0.0172
	2.07E-08
	
	-0.031
	0.026
	0.2311

	rs7634476
	3
	G
	A
	0.0577
	0.0088
	5.46E-11
	
	-0.011
	0.014
	0.4398

	rs7647398
	3
	T
	C
	-0.0775
	0.0109
	1.07E-12
	
	0.009
	0.017
	0.6141

	rs778371
	2
	G
	A
	0.0806
	0.0095
	1.49E-17
	
	-0.001
	0.015
	0.9424

	rs7798283
	7
	G
	T
	-0.074
	0.0134
	3.49E-08
	
	-0.004
	0.021
	0.8412

	rs79210963
	7
	C
	T
	0.0856
	0.0137
	4.14E-10
	
	0.05
	0.021
	0.0208

	rs79445414
	8
	C
	T
	0.1234
	0.0222
	2.80E-08
	
	0.041
	0.033
	0.2144

	rs8055219
	16
	A
	G
	0.0665
	0.0101
	5.69E-11
	
	-0.005
	0.016
	0.7583

	rs8138941
	22
	A
	G
	0.0581
	0.0106
	4.46E-08
	
	-0.014
	0.017
	0.404

	rs9304548
	18
	A
	C
	-0.0567
	0.01
	1.59E-08
	
	0.017
	0.016
	0.2624

	rs9318627
	13
	C
	A
	-0.0612
	0.0088
	4.35E-12
	
	0
	0.014
	0.9893

	rs9454727
	6
	G
	A
	-0.0544
	0.0098
	3.35E-08
	
	-0.016
	0.015
	0.2955

	rs9461916
	6
	C
	T
	0.0533
	0.0088
	1.64E-09
	
	0.009
	0.014
	0.4992

	rs9636107
	18
	G
	A
	0.0699
	0.0086
	5.11E-16
	
	-0.025
	0.014
	0.0728

	rs9687282
	5
	G
	T
	0.0526
	0.0091
	7.33E-09
	
	0.018
	0.015
	0.2279

	rs9876421
	3
	T
	C
	0.0625
	0.0092
	9.19E-12
	
	-0.019
	0.014
	0.1932



[bookmark: _GoBack]SCZ, Schizophrenia; SNP, single-nucleotide polymorphism; Chr, chromosome; EA, effect allele; NEA, non-effect allele; SE, standard error; 

