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Figure 1. Stacked bar chart of the composition of miRNAs in each sample. MiRNAs are coded by the colors as denoted in the legend at the top of the figure. Only the top 20 most abundant miRNAs received a color and annotation. Lower abundance miRNAs were excluded for clarity. 
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Figure 2. Heatmap of the top 20 most abundant miRNAs from microarray analysis. miRNA counts were grouped by cell line and numeric values in the heatmap tiles denote the average percent of miRNA counts for each cell line (CDH23, CLRN1, MYO7A, normal, and USH2A). Blue color tiles denote lower abundance while yellow and orange tiles denote greater abundance. 
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