	Table S1. Decomtam flow and sequencing dataa,b

	Samples 
	No. ASVs
	No. Species
	No. Species of  Contaminant
	No. Species after decontam
	No. Species after rarefaction
	No. Species after filter out taxon with prevalence < 10%

	181 BAL
	7771
	1750
	65
	1685
	1624
	295

	78 OWC
	3951
	820
	20
	800
	-
	-

	28 NC 
	1378
	792
	-
	-
	-
	-


[bookmark: _GoBack]a. The detailed feature of taxon data of BAL OWC and NC samples were provided in Additional file table S6
b. Raw sequencing data upload to NCBI SRA --Project ID: PRJNA924101
https://dataview.ncbi.nlm.nih.gov/object/PRJNA924101?reviewer=6aivli35eho5jdrfoatvvpbf10
ASV= Amplicon sequence variants (ASVs); BAL= Bronchoalveolar lavage; NC=Negative control; OWC=oral washing control.
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