 LncRNA DDX11-AS1 promotes breast cancer progression by targeting miR-30c-5p/MTDH axis
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Table S1. Clinicopathological characteristics of patients (n=36) in the present study.
	Characteristics
	Patients, n (%)

	Age, years
	

	≤50
	13 (36.1)

	＞50
	23(63.9)

	Tumor size, cm
	

	＜3
	24(66.7)

	≥3
	12(33.3)

	Grade
	

	I
	1(2.8)

	II
	28(77.8)

	III
	7(19.4)

	TNM stage
	

	I
	11(30.6)

	II
	21(58.3)

	III
	4(11.1)

	ER status
	

	Positive
	26(72.2)

	Negative
	10(27.8)

	PR status
	

	Positive
	24(66.7)

	Negative
	12(33.3)

	HER2 status
	

	Positive
	9(25)

	Negative
	27(75)

	Ki‑67, %
	

	＜30
	20(55.6)

	≥30
	16(44.4)

	Lymph node status
	

	Positive
	13(36.1)

	Negative
	23(63.9)

	ER, estrogen receptor; PR, progesterone receptor; HER2, human epidermal growth factor receptor 2.



Table S2. Overexpression, knockdown and negative control plasmid sequences for DDX11-AS1, MTDH. miR-30c-5p mimic，miR-30c-5p inhibitor
	Name
	Sequences 5’- 3’

	DDX11-AS1 pcDNA3.1

	GACGGATCGGGAGATCTCCCGATCCCCTATGGTGCACTCTCAGTACAATCTGCTCTGATGCCGCATAGTTAAGCCAGTATCTGCTCCCTGCTTGTGTGTTGGAGGTCGCTGAGTAGTGCGCGAGCAAAATTTAAGCTACAACAAGGCAAGGCTTGACCGACAATTGCATGAAGAATCTGCTTAGGGTTAGGCGTTTTGCGCTGCTTCGCGATGTACGGGCCAGATATACGCGTTGACATTGATTATTGACTAGTTATTAATAGTAATCAATTACGGGGTCATTAGTTCATAGCCCATATATGGAGTTCCGCGTTACATAACTTACGGTAAATGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAATGACGTATGTTCCCATAGTAACGCCAATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGTAAACTGCCCACTTGGCAGTACATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCCAGTACATGACCTTATGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTACATCAATGGGCGTGGATAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTGTTTTGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTAACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTCTCTGGCTAACTAGAGAACCCACTGCTTACTGGCTTATCGAAATTAATACGACTCACTATAGGGAGACCCAAGCTGGCTAGCGTTTAAACTTAAGCTTGGTACCGAGCTCGGATCCGCATGCGCACTCCGGGACGCGCGCGAACACGCAGCAGCGAGAATCTACAGGGGCGTGGTTTGCGCACGCGGGAACTGGGATCTCAACCCCAGGGCTAGGTGCCTCCTCCCGCTGCTTTCCGCCAGCTGCGGGGTGTGAGATTAATCCCCGCCGATTAGCGCCAGGTGTACTAAGCGCTGGATGGTTCCCTGACCAGATGAAACATCAGCCGATGTTCTAATGCCGGTCCCCTGGGCGCTGTCCCCGAGAGGGAAAACCTGTTTTCTGACCCCGGCTCTAGTCGGCCTCTGGAGGTCTGCAGCTGGGTTATTTTACCTTTGAAACGGACGACACCTGCCCCGTGCACCCCAGCGGCTCCTCCACACGGAGAGATGGTGTCAGTCAAAGGCCGTCTAGATGACGAGTTTATGAAATTGTTCCTGGCCCGTGCCGGGCACGACCTTGCAGAGAGCCCAGAAGATGAAACCCCAGCCCTGCCAGGAGCTCACCTGCTAATTAGGAGGACAACGAATCACCTCACCTCCCTAGACTTTGCTTCTCCTTTATTCAGTGAGGGATTGGACTAGCTGGTCCTTGAGGACTTTTCAGAAAGTCTGGTTCTGGGAGATGACCAATGGGATCATCTTATGCTATGAGCTTTCCTGGAATGACAGGTAATGGAGAGTGAGGAGATTTTACCTGATATGGTCCTGTTTGCACCATCAGCCAGCAACCTTTCTGGGAAGCGTGCTTATTATGTACCAACATAAAAGCTTGAATATAAGGAATCTCACATCTTCTGCCAGCATCCTGAAACTATGGCAGACTCACTTGTTAACTTTGCAAATAAGGTCAAATTTCAGAACCTTCACAGCTCCTGATAGTCACCGTGTAATAGAAGATTAAAAGACAAGCTCAGCTCTTGTTCCAGTCAGCCTCATTCCTCTGCCTACAATACAAAAGTCACTCAATCATATTCTTGTCTTAAATTGAACAGTCCTTACATGGTTAAGAAAAGGAGAAATTCATTGTAAGGAATGTTTACATTTTGTTTATAATTCCTGCAAGTGTAATGTTTCAAAAGGTTTTCCTGTGGCTGAAGTACATTTACCCTGTGTAGCTCTAGAGAAATGAACTTACAAACTGAAAAATTTCAGCTCAGTATATAAAGAAAAACAGATTTTCACAATTAGATCTATCCCAAAGAGAATAAATTTTGAGGTGATAAGCTCACTGCTGGCTTAGATCATCACTTATGGGACCTCTAATGGGGCAGGGATCAGACTAGATGTGTACAAAGATCTCTTCCAACTGAAGCTGCTACTGTGGAGGACGTTGTTTTCAGTGGACTCTCTAATCAGATTTATTTTCATACCAAGAAATGAAGAAGGTGAGCTGGGGGATGCAGCTGGGACTCAGAAGACTGCACGTGATAGACTCATGAGCTGAAGATCTCGTGCTTAGTCTGGAGAAGCTCATCAAGTCTAGCTCACTTTGGAGTAAGTTGGTGCTGGAGAATGAATTCATGCTAACCAAATTCACCAAGAGCCTGATTTACAAATGAGAGAGCCAAGGCCTTAAGTTTAGAGCAAAAGACAAACTTCCAATGACTTTAGTTTTCTTGTCCAATATCTAGGGCACCTTCCCCTCTCCACCTGCTGTGTACACAGGAGAAATAATCACTCCACACCCGACTGAACATTTTCTAACCTTATCACTGTGGCAGAAACTGGCTACTCTTCCTCCTGGGTAGACAGCCAGGCTGTATTTCCCCGCTGCCCCTGCAGTGAGAGGTAGCCATTGGAGCCGGCGCAGGCCAATGGACTCTGCACTGGAGTGACACATGCTGCTTCCAGGCCTGTCCCTCAAACCTCCCACATGTCCTCTGTCTGCTCTTCTCACTTCCAAGGAGTGTGACCATCGTGGAAGCCCCAGGTTAGCAATGGCAGATTGGGAGGCATCGATGGGAGGAACCTGGGTCCCTGACTTAAAGCATCATGGATTTGGACTTTCCGTTATTGAGAAATAAACTTCCATTGTGTTTAAGCCTTTGAATTCTGCAGATATCCAGCACAGTGGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAACCCGCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTCCCCCGTGCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGTCCTTTCCTAATAAAATGAGGAAATTGCATCGCATTGTCTGAGTAGGTGTCATTCTATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGGAAGACAATAGCAGGCATGCTGGGGATGCGGTGGGCTCTATGGCTTCTGAGGCGGAAAGAACCAGCTGGGGCTCTAGGGGGTATCCCCACGCGCCCTGTAGCGGCGCATTAAGCGCGGCGGGTGTGGTGGTTACGCGCAGCGTGACCGCTACACTTGCCAGCGCCCTAGCGCCCGCTCCTTTCGCTTTCTTCCCTTCCTTTCTCGCCACGTTCGCCGGCTTTCCCCGTCAAGCTCTAAATCGGGGGCTCCCTTTAGGGTTCCGATTTAGTGCTTTACGGCACCTCGACCCCAAAAAACTTGATTAGGGTGATGGTTCACGTAGTGGGCCATCGCCCTGATAGACGGTTTTTCGCCCTTTGACGTTGGAGTCCACGTTCTTTAATAGTGGACTCTTGTTCCAAACTGGAACAACACTCAACCCTATCTCGGTCTATTCTTTTGATTTATAAGGGATTTTGCCGATTTCGGCCTATTGGTTAAAAAATGAGCTGATTTAACAAAAATTTAACGCGAATTAATTCTGTGGAATGTGTGTCAGTTAGGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCAGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCATAGTCCCGCCCCTAACTCCGCCCATCCCGCCCCTAACTCCGCCCAGTTCCGCCCATTCTCCGCCCCATGGCTGACTAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCTGCCTCTGAGCTATTCCAGAAGTAGTGAGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCAAAAAGCTCCCGGGAGCTTGTATATCCATTTTCGGATCTGATCAAGAGACAGGATGAGGATCGTTTCGCATGATTGAACAAGATGGATTGCACGCAGGTTCTCCGGCCGCTTGGGTGGAGAGGCTATTCGGCTATGACTGGGCACAACAGACAATCGGCTGCTCTGATGCCGCCGTGTTCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTTTGTCAAGACCGACCTGTCCGGTGCCCTGAATGAACTGCAGGACGAGGCAGCGCGGCTATCGTGGCTGGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCGACGTTGTCACTGAAGCGGGAAGGGACTGGCTGCTATTGGGCGAAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTCCTGCCGAGAAAGTATCCATCATGGCTGATGCAATGCGGCGGCTGCATACGCTTGATCCGGCTACCTGCCCATTCGACCACCAAGCGAAACATCGCATCGAGCGAGCACGTACTCGGATGGAAGCCGGTCTTGTCGATCAGGATGATCTGGACGAAGAGCATCAGGGGCTCGCGCCAGCCGAACTGTTCGCCAGGCTCAAGGCGCGCATGCCCGACGGCGAGGATCTCGTCGTGACCCATGGCGATGCCTGCTTGCCGAATATCATGGTGGAAAATGGCCGCTTTTCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCGGACCGCTATCAGGACATAGCGTTGGCTACCCGTGATATTGCTGAAGAGCTTGGCGGCGAATGGGCTGACCGCTTCCTCGTGCTTTACGGTATCGCCGCTCCCGATTCGCAGCGCATCGCCTTCTATCGCCTTCTTGACGAGTTCTTCTGAGCGGGACTCTGGGGTTCGAAATGACCGACCAAGCGACGCCCAACCTGCCATCACGAGATTTCGATTCCACCGCCGCCTTCTATGAAAGGTTGGGCTTCGGAATCGTTTTCCGGGACGCCGGCTGGATGATCCTCCAGCGCGGGGATCTCATGCTGGAGTTCTTCGCCCACCCCAACTTGTTTATTGCAGCTTATAATGGTTACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTATCTTATCATGTCTGTATACCGTCGACCTCTAGCTAGAGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAAATCAATCTAAAGTATATATGAGTAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTAGAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCCGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCCGCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGTTCGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCTTCCTTTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAAATAAACAAATAGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTGACGTC

	Sh-DDX11-AS1 1
	GGTCAAATTTCAGAACCTTCA

	Sh-DDX11-AS1 2
	GCTGAAGATCTCGTGCTTAGT

	Sh-DDX11-AS1 3
	GCTGTGTACACAGGAGAAATA

	Sh-NC
	TTCTCCGAACGTGTCACGT

	MTDH 
	ATGGCTGCACGGAGCTGGCAGGACGAGCTGGCCCAGCAGGCCGAGGAGGGCTCGGCCCGGCTGCGGGAAATGCTCTCGGTCGGCCTAGGCTTTCTGCGCACCGAGCTGGGCCTCGACCTGGGGCTGGAGCCGAAACGGTACCCCGGCTGGGTGATCCTGGTGGGCACTGGCGCGCTCGGGCTGCTGCTGCTGTTTCTGCTGGGCTACGGCTGGGCCGCGGCTTGCGCCGGCTCCCGCAAAAAGCGGAGGAGCCCGCCCCGCAAGCGGGAGGAGGCGGCGGCCGTGCCGGCCGCGGCCCCCGACGACCTGGCCTTGCTGAAGAATCTCCGGAGCGAGGAACAGAAGAAGAAGAACCGGAAGAAACTGTCCGAGAAGCCCAAACCAAATGGGCGGACTGTTGAAGTGGCTGAGGGTGAAGCTGTTCGAACACCTCAAAGTGTAACAGCAAAGCAGCCACCAGAGATTGACAAGAAAAATGAAAAGTCAAAGAAAAATAAGAAGAAATCAAAGTCAGATGCTAAAGCAGTGCAAAACAGTTCACGCCATGATGGAAAGGAAGTTGATGAAGGAGCCTGGGAAACTAAAATTAGTCACAGAGAGAAACGACAGCAGCGTAAACGTGATAAGGTGCTGACTGATTCTGGTTCATTGGATTCAACTATCCCTGGGATAGAAAATACCATCACAGTTACCACCGAGCAACTTACAACCGCATCATTTCCTGTTGGTTCCAAGAAGAATAAAGGTGATTCTCATCTAAATGTTCAAGTTAGCAACTTTAAATCTGGAAAAGGAGATTCTACACTTCAGGTTTCTTCAGGATTGAATGAAAACCTCACTGTCAATGGAGGAGGCTGGAATGAAAAGTCTGTAAAACTCTCCTCACAGATCAGTGCAGGTGAGGAGAAGTGGAACTCCGTTTCACCTGCTTCTGCAGGAAAGAGGAAAGCTGAGCCATCTGCCTGGAGTCAAGACACTGGAGATGCTAATACAAATGGAAAAGACTGGGGAAGGAGTTGGAGTGACCGTTCAATATTTTCTGGCATTGGGTCTACTGCTGAGCCAGTTTCTCAGTCTACCACTTCTGATTATCAGTGGGATGTTAGCCGTAATCAACCCTATATCGATGATGAATGGTCTGGGTTAAATGGTCTGTCTTCTGCTGATCCCAACTCTGATTGGAATGCACCAGCAGAAGAGTGGGGCAATTGGGTAGACGAAGAAAGAGCTTCACTTCTAAAGTCCCAGGAACCAATTCCTGATGATCAAAAGGTCTCAGATGATGATAAAGAAAAGGGAGAGGGAGCTCTTCCAACTGGGAAATCCAAAAAGAAAAAAAAGAAAAAGAAGAAGCAAGGTGAAGATAACTCTACTGCACAGGACACAGAAGAATTAGAAAAAGAGATTAGAGAAGACCTTCCAGTGAATACCTCTAAAACCCGTCCAAAACAGGAAAAAGCTTTTTCCTTGAAGACCATAAGCACTAGTGATCCAGCCGAAGTACTCGTCAAAAATAGCCAGCCTATCAAGACTCTTCCACCTGCTACTTCTACCGAGCCATCTGTAATCTTATCAAAAAGTGATTCTGACAAGAGCTCTTCCCAAGTGCCGCCAATACTACAAGAGACAGATAAATCCAAGTCAAATACCAAGCAAAATAGTGTGCCTCCTTCACAGACCAAGTCTGAAACTAGCTGGGAATCTCCCAAACAAATAAAAAAGAAGAAAAAAGCCAGACGAGAAACGTGA

	Sh-MTDH
	ACCCAGCCGGGGTACCGTTT

	Sh-NC
	GCTTCGCGCCGTAGTCTTA

	miR-30c-5p mimic
	UGUAAACAUCCUACACUCUCAGC

	miR-30c-5p inhibitor 
	GCUGAGAGUGUAGGAUGUUUACA








Table S3. The primer sequences used in the qRT-PCR

	
	Forward Primer(5' - 3')
	Reverse Primer(5' - 3')

	DDX11-AS1
	GAACACGCAGCAGCGAGAA 
	GAACCATCCAGCGCTTAGTACA

	MiR-30c-5p
	CTTCTTAGACATGGCAACGAAA

	MiR-30e-5p
	AACATCCTTGACTGGAAGAA

	U6
	CTCGCTTCGGCAGCACA
	AACGCTTCACGAATTTGCGT

	P65
	ACAACCCCTTCCAAGTTCCT
	TGGTCCCGTGAAATACACCT

	IκBα
	CTCCGAGACTTTCGAGGAAATAC
	GCCATTGTAGTTGGTAGCCTTCA

	MTDH
	AAATAGCCAGCCTATCAAGACTC
	TTCAGACTTGGTCTGTGAAGGAG

	β-actin
	GCTACAGCTTCACCACCACAG
	GGTCTTTACGGATGTCAACGTC

	GAPDH
	TGTTCGTCATGGGTGTGAAC
	ATGGCATGGACTGTGGTCAT



