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Methods
Micologycal diagnosis
Fragments of skin and lung tissue were inoculated, under sterile conditions in Sabouraud-dextrose agar, Brain-Heart Infusion, Micobiotic agar (Difco Laboratories, Detroit, MI), and Tryptone Soya broth (Oxoid, London, England). In these medium was addicting 0.1 g of gentamycin sulphate, incubated at 25°C and 37°C; and the growth of the pathogens was followed for 45 days. After isolation, positive cultures of yeast were placed on CHROMagar Candida medium (CHROMagar, Paris, France) for hit by exhaustion to obtain pure colonies. The micromorphological aspects was studied on Corn Meal Agar (Difco Laboratories, Detroit, MI). Isolate of Candida sp was identified by convectional mycological methods, such as macroscopically and microscopically in terms of reproductive, physiologic characteristics, and biochemical based on the atlas of Clinical Fungi [16]. 

Molecular diagnosis
DNA extraction - fungal 
To extract DNA from tissue (lung and skin) and formalin-fixed paraffin-embedded (FFPE) tissue (lung and linfonods) (10μL) samples were mixed with 500μL ATL buffer (QIAamp DNA Mini-kit, Qiagen, Hilden, Germany) for 3h at 56ºC with 100 mg/mL proteinase K (Qiagen, Hilden, Germany) in thermomix (Thermomixer Compact-Eppendorf). DNA was then extracted using Magna Pure Compact Nucleic Acid Isolation kit (Magna Pure Compact Roche, Penzberg, Germany). 

PCR 
The presence of amplifiable DNA was confirmed by nested PCR of a fragment of human glyceraldehyde-3-phosphate dehydrogenase (GADPH; GenBank: J04038.1), as described previously [21]. 

Fungal -Nested PCR 5.8SrDNA
For nested PCR of 5.8SrDNA-ITS, all strains were first sequenced with outer primers its1 - 5' TCC GTA GGT GAA CCT GCG G 3' and its4 - 5' TCC TCC GCT TAT TGA TAT GC 3', were used to amplify a 600-650bp sequence from several fungi that are pathogenic to humans. Inner primers, its3 - 5' GCA TCG ATG AAG AAC GCA GC 3', and its4 - 5' TCC TCC GCT TAT TGA TAT GC 3' were used to amplify internal 250-432bp product, to target the conserved 18S, 5.8S, and 28S regions of the rRNA gene [22]. 

Fungal -Nested PCR gp43
For nested PCR of gp43 of P. brasiliensis deposited in GenBank (U6160) was screened for primers. The out primers were Pb I. 5’AAC TAG AAT ATC TCA CTC CCA GTC C -3’, and Pb II 5’-TGT AGA CGT TCT TGT ATG TCT TGG G 3’, being complementary to positions 846 to 870 and 1200 to 1176 of the Genbank sequence, respectively, defining a 355-nucleotide amplicon. The inner primer set consisted of Pb III 5’ GAT CGC CAT CCA TAC TCT CGC AAT 3’ and Pb IV 5’ GGG CAG AGA AGC ATC CGA AAT TGC G3’, which were complementary to the nucleotide positions 953 to 978 and 1148 to 1124 of the deposited sequence, respectely. They delimit a 196 nucleotide sequence, as described for Bialek et al. [23]. 

Both Nested PCR (5.8SrDNA-ITS and gp43) primers were using conditions described in Bialek et al. [23] and White et al. [22]. Positive and negative controls without DNA were included in all assays.

All PCR reagents were obtained from Invitrogen (Carlsbad, CA, USA), and samples were processed and amplified three times on a Veriti 96 thermocycler (Applied Biosystems, Life Technologies Corporation, Carlsbad, CA, USA). To avoid contamination of components, preparation of reaction mixtures and addition of template DNA were performed in separate rooms. All assays included negative controls without DNA and positive controls

For fungal strains control (DNA) - H. capsulatum ATCC A811 and B923, C. neoformans ATCC 24067, P. brasiliensis 18 and 339, Aspergillus spp, Candida albicans and C. parapsilosis strains were available from previous studies.

Products were electrophoresed on 1.5% agarose, stained with ethidium bromide, and visualized on a UV transilluminator and PCR products were purified with PureLink Kit (QIAGEN).


Results
	Table 1S. Laboratory results at various time points after presentation

	Dates
	8/21/2019
	8/22/2019
	8/31/2019
	03/092019
	

	Hours (h)
	0h
	24h
	264h
	336h
	

	Days (d)
	1d
	2d
	11d
	14d
	Normal range

	
	Admission of HCFMUSP
	
	
	Death
	

	Haemoglobin, g/dL
	
	7,5
	7
	6
	Male: 13.8 to 17.2 grams per deciliter (g/dL) or 138 to 172 grams per liter (g/L)
Female: 12.1 to 15.1 g/dL or 121 to 151 g/L

	Hematocrit, %
	
	22,7
	21,9
	20,2
	Male: 40 to 54%; 
Female: 36 to 48%

	Leukocyte
	
	33,8
	32,62
	18,82
	5,000-10,000/mL

	Neutrophil
	
	91,40%
	94%
	92%
	2,500 and 7,000 neutrophils per microliter of blood

	Platelets
	
	586
	504
	498
	150,000 to 450,000 platelets per microliter of blood

	Urea, mg/dL
	
	35
	22
	66
	6 to 24 mg/dL (2.1 to 8.5 mmol/L )

	Creatinine, mg/dL
	
	0,7
	0,66
	1,68
	Male: 0.74 to 1.35 mg/dL (65.4 to 119.3 micromoles/L); 
Female: 0.59 to 1.04 mg/dL (52.2 to 91.9 micromoles/L)

	Sodium 
	
	127
	143
	159
	135 and 145 milliequivalents per liter (mEq/L)

	Potassium
	
	4,6
	3,1
	6,1
	3.5 to 5.2 mEq/L (3.5 to 5.2 mmol/L)

	Phosphorus
	
	3,7
	
	10,8
	2.8 to 4.5 mg/dL

	Magnesium
	
	
	1,8
	3,19
	1.7 to 2.2 mg/dL (0.85 to 1.10 mmol/L)

	ionized calcium
	
	
	4,74
	
	8.5 to 10.5 mg/dl (4.3 to 5.3 mEq/L or 2.2 to 2.7 mmol/L)

	Chloride
	
	
	109
	110
	96 and 106 milliequivalents per liter (MEq/L)

	Creatine Phosphokinase
	
	5250
	
	
	10 to 120 micrograms per liter (mcg/L)

	Troponin I 
	
	
	0,059
	0,273
	0 and 0.04 ng/mL 

	Creatine kinase (CK) measurement 
	
	134,3
	
	
	< 0.4 µkat/L

	C-reactive protein, mg/L
	
	326,6
	527,1
	340
	< 5,0 mg/L

	Transaminase oxalacética
	
	136
	37
	624
	5 to 40 U/L

	Transaminase pirúvica 
	
	63
	30
	122
	7 to 56 U/L

	Gama Glutamil Transferase
	
	93
	74
	62
	Male: 7 to 47 U/L;
Female: 5 to 25 U/L 

	Alkaline phosphatase
	
	103
	153
	142
	40 a 129 U/L

	International Normalized Ratio
	
	1,21
	
	3,39
	11 to 13.5 seconds

	Activated partial thromboplastin time
	
	0,94
	
	1,39
	21 to 35 seconds

	Bleeding time
	
	
	0,36
	1,33
	2-7 mins

	Direct bilirubin
	
	
	0,33
	1,24
	less than 0.30 mg/dL

	Bilirubin
	
	
	0,03
	0,09
	0.2-1 mg/dL (3.4-17.1 µmol/L)
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