Supplementary Table 2: Genomic Variants at +/-10bp of donor/splice sites of AS targets

Expression low median-low | median-high high

FN1 AS exon at chr2_215392931_215393203_-

Non-variants sample number 115 87 104 196

Variants sample number 1 0 1 0

VCAN AS exon at chrb_83519349_83522309_+

Non-variants sample number 158 88 103 122

Variants sample number 7 5 7 14




