BP

MF

CC

@— endodeoxyribonuclease activity e
trivalent inorganic anion homeostasis VN
@itochondrial inner membrane
ATP synthesis coupled electron transport mitochondrial proton-transporting ATP synthase complex, couphng factor F(o)
E .
(‘g ’*’ response to chitin [
~ ATP metabolic procf b
-~
o transposition, RNA-mediated
< RNA-templated DNA biosynthetic process
%) o
1 \ ATP b(ggynthetic process proton-transmembrane transporter acnvny@
Y—
£
— purine ribonucleotide biosynthetic process
-
o
O .
Q proton transmembrane Iransporlw NADH dehydrogenase (ub\@none) activity — cytoplasmic stress granule
)
>
(o) . active transmembrane transporter activity .
anion transpor 8- cell wal
o t t ( Il wall
o ..h\ transporter activity
phospholipid transport high-affinity secondary active ammonium transmembrane transporter activity
establishment of protein localization to peroxisome chlorophyll catabolite transmembrane transporter activity
seed oilbody biogenesis plasma membrane
‘€ p_
E Q external side of plasma membrane
= | N plasmodesma
..6. ]9 AN P
I oé ‘J extracellular region: microbody lumen
(6] o clathrin-coated pit ]
6 response to karrikin pollen tlibe vacugle
c 9 N
. |
endoplasmic reticulum chapefone complex
&f proton-transporting ATP synthase complex, endoglasmic reticulumlumen
. catalyt}wore F(1) p\“
phate binding - “Golgi apparatus
mitochondrial envelope
Y
"y small molecule binding /@
Q@ organelle outer memhfane
regulation of biological quality e intracellular cGMP-activated cation channel activity
negative regulation of reactive . . e
oxygen species metabolic process , negative regulation
of translation membrane
oositiveegulation of multicellular organismal process
9 "] - g» / Emdfmo\ecu\e metabolic process
] [ [ glycine blogynlhel\c process, oxidoreductase complex
£ signal transduction@®P by trahsamination of glyoxy\ate\
IS 9 oo
© regulation of cell fate commitment glucose metabolic process
(@] pyrimidine-containing compound biosynthetic process
~ °® b
A immune system process nuclear dicing body
o @ cellular ketone body metabolic process cytosol
< - plastid thylakoid membrane \
@ ‘ ® intracellular organelle
! y @ ° < o [
Y \, v Ny N antioxidant activity
C . A &— chloroplast inner membrane cytoplasm” mitochondrion
= \ BNA bini binding
-l(—j terpenoid metabolic process m \reng / molecular adaptor activity
( ) @ cullin family protein binding
small molecule binding q‘_ plastid
o] oxidoreductase activity, acting on the .. [
o) o, @ CH-NH2 group of donors, disulfide as acceptor, \ N L
= localization nucleotide binding plastid stroma
- " .
E oxidoreductase activity 2 .
>
53
o
C negative regulation of steroid hormone biosynthetic process sequence-specific DNA bindin ] B
g 9 Y p 9] Qo
= N
§ " % -
thiamine biosynthetic process cellular transition metal ion B
. ) homeostasis * rQ
water-soluble vitamin biosynthetic process
) 98 » (5 te
@ ®
2 . - hotosystem
“E @ o p{ v acetyl-CoA carboxylase complex
— small molecule metabolic proces® glycogen debranching enzyme/acnvny starch grail
b «® guanine transmembrane transporter activity catalytic activity °. y o
4 . L
(;) T . caffeoyl-CoA: alcohol caffeoyl transferase activity thylakoid membrane apopl vacuole. }, S plastid
o e maltose transmembrane transporter activity viop
6 PA external encapsulating structure
N >
c water channel act 1-deoxy-D-xylulose-5-phosphate ~ sulfotransferase ®
synthase activity / activity
e . intracellular cAMP-activated  glucose-1-phosphate . chloroplast envelo"pe-e)
xenobiotic metabolic process cation channel activity adenylyltransferase activity, y
® inositol hexakisphosphate 5-kinase activity membrane microdomain
iae response to reactive oxygen species e N
®. . membrane
starch metabolic process glycogen (starch) synthase activity— g p . -
\’/' @ . response to oxygen-containing compound ‘ s é’




