


Supplementary Table 3. Characteristics of the genetic instrument variables for periodontitis



	Systematic cytokines
	SNP
	Effect allele
	Other allele
	Beta of exposure
	SE of exposure
	Pval of exposure
	Beta of outcome
	SE of outcome
	Pval of outcome
	F

	CTACK
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0428 
	0.0391 
	0.2750 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	-0.0514 
	0.0286 
	0.0715 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.0310 
	0.1124 
	0.7816 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0246 
	0.0341 
	0.4733 
	22.12 

	
	rs34307986
	C
	A
	1.3877 
	0.3006 
	3.91E-06
	-0.2495 
	0.2269 
	0.2234 
	21.31 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0234 
	0.0246 
	0.3416 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	0.0088 
	0.0250 
	0.7192 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	-0.0337 
	0.0602 
	0.5681 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0013 
	0.0248 
	0.9579 
	27.65 

	bNGF
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0138 
	0.0399 
	0.7349 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0263 
	0.0291 
	0.3633 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	0.0851 
	0.1140 
	0.4470 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0286 
	0.0344 
	0.3946 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0233 
	0.0249 
	0.3478 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	0.0119 
	0.0253 
	0.6420 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0603 
	0.0618 
	0.3319 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	-0.0168 
	0.0252 
	0.5088 
	27.65 

	VEGF
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0138 
	0.0399 
	0.7349 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0263 
	0.0291 
	0.3633 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	0.0851 
	0.1140 
	0.4470 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0286 
	0.0344 
	0.3946 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0233 
	0.0249 
	0.3478 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	0.0119 
	0.0253 
	0.6420 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0603 
	0.0618 
	0.3319 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	-0.0168 
	0.0252 
	0.5088 
	27.65 

	MIF
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0192 
	0.0398 
	0.6299 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0576 
	0.0292 
	0.0483 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	0.0508 
	0.1159 
	0.6353 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	-0.0096 
	0.0347 
	0.7911 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0315 
	0.0252 
	0.2111 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	0.0071 
	0.0254 
	0.7788 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	-0.0253 
	0.0611 
	0.6818 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	-0.0254 
	0.0253 
	0.3156 
	27.65 

	TRAIL
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	0.0051 
	0.0262 
	0.8575 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0333 
	0.0191 
	0.0804 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.0644 
	0.0725 
	0.3664 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0007 
	0.0222 
	0.9740 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0066 
	0.0163 
	0.6941 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0098 
	0.0166 
	0.5521 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	-0.0318 
	0.0388 
	0.4187 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	-0.0016 
	0.0166 
	0.9420 
	27.65 

	TNFb
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0370 
	0.0590 
	0.5193 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	-0.0432 
	0.0437 
	0.3133 
	23.64 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0014 
	0.0520 
	0.9767 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0334 
	0.0375 
	0.3698 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	0.0537 
	0.0382 
	0.1655 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.2152 
	0.0934 
	0.0211 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	-0.0124 
	0.0381 
	0.7317 
	27.65 

	TNFa
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0315 
	0.0402 
	0.4373 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	-0.0125 
	0.0293 
	0.6688 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.0922 
	0.1138 
	0.4093 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0300 
	0.0348 
	0.3883 
	22.12 

	
	rs34307986
	C
	A
	1.3877 
	0.3006 
	3.91E-06
	-0.0559 
	0.2286 
	0.9756 
	21.31 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	0.0336 
	0.0252 
	0.1830 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	0.0200 
	0.0256 
	0.4397 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0903 
	0.0617 
	0.1446 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0224 
	0.0255 
	0.3982 
	27.65 

	SDF1a
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	0.0019 
	0.0270 
	0.9860 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0203 
	0.0196 
	0.4320 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	0.0545 
	0.0756 
	0.1444 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0421 
	0.0229 
	0.0257 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	0.0173 
	0.0168 
	0.6964 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	0.0015 
	0.0170 
	0.7080 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	-0.0105 
	0.0399 
	0.9588 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0082 
	0.0171 
	0.9085 
	27.65 

	SCGFb
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0266 
	0.0388 
	0.5003 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	-0.0172 
	0.0284 
	0.5422 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.2229 
	0.1104 
	0.0441 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	-0.0267 
	0.0338 
	0.4343 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	0.0014 
	0.0244 
	0.9544 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	0.0336 
	0.0248 
	0.1742 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	-0.0397 
	0.0594 
	0.5157 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0736 
	0.0247 
	0.0028 
	27.65 

	SCF
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	0.0167 
	0.0261 
	0.5207 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0111 
	0.0190 
	0.5634 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.0121 
	0.0728 
	0.8631 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0260 
	0.0221 
	0.2319 
	22.12 

	
	rs34307986
	C
	A
	1.3877 
	0.3006 
	3.91E-06
	-0.1213 
	0.1353 
	0.3381 
	21.31 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0101 
	0.0162 
	0.5270 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0097 
	0.0165 
	0.5541 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0136 
	0.0387 
	0.7188 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	-0.0086 
	0.0166 
	0.6148 
	27.65 

	IL-16
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	0.0006 
	0.0399 
	0.9888 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	-0.0040 
	0.0292 
	0.8871 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.1921 
	0.1166 
	0.1015 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0238 
	0.0350 
	0.4955 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0295 
	0.0250 
	0.2384 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	0.0119 
	0.0255 
	0.6442 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	-0.0761 
	0.0610 
	0.2144 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0077 
	0.0254 
	0.7673 
	27.65 

	RANTES
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	0.0593 
	0.0403 
	0.1414 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0124 
	0.0296 
	0.6709 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.1008 
	0.1129 
	0.3776 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	-0.0253 
	0.0351 
	0.4706 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0026 
	0.0254 
	0.9191 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0155 
	0.0259 
	0.5490 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0295 
	0.0615 
	0.6286 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0145 
	0.0257 
	0.5681 
	27.65 

	PDGFbb
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	0.0129 
	0.0261 
	0.6269 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0257 
	0.0190 
	0.1763 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.0406 
	0.0728 
	0.5737 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0258 
	0.0222 
	0.2422 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0087 
	0.0162 
	0.5974 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0111 
	0.0166 
	0.4989 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0005 
	0.0387 
	0.9762 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0120 
	0.0166 
	0.4688 
	27.65 

	MIP1b
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	0.0213 
	0.0262 
	0.4152 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0114 
	0.0190 
	0.5451 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	0.0071 
	0.0722 
	0.9176 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	-0.0447 
	0.0222 
	0.0436 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	0.0029 
	0.0162 
	0.8601 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	0.0072 
	0.0166 
	0.6603 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	-0.0693 
	0.0387 
	0.0744 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0235 
	0.0166 
	0.1591 
	27.65 

	MIP1a
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	0.0159 
	0.0398 
	0.6896 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	-0.0048 
	0.0290 
	0.8658 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.0841 
	0.1118 
	0.4392 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0174 
	0.0345 
	0.6117 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0060 
	0.0250 
	0.8089 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	0.0030 
	0.0254 
	0.9100 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0028 
	0.0612 
	0.9685 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0088 
	0.0253 
	0.7383 
	27.65 

	MIG
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0121 
	0.0387 
	0.7676 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0390 
	0.0283 
	0.1687 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.1520 
	0.1087 
	0.1632 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0323 
	0.0337 
	0.3346 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0049 
	0.0244 
	0.8410 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	0.0226 
	0.0247 
	0.3659 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	-0.0573 
	0.0589 
	0.3191 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	-0.0392 
	0.0246 
	0.1141 
	27.65 

	MCSF
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	0.0181 
	0.0476 
	0.6983 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	-0.0022 
	0.0344 
	0.9275 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	0.0427 
	0.1358 
	0.8105 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	-0.0444 
	0.0411 
	0.2847 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0072 
	0.0295 
	0.8082 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0326 
	0.0300 
	0.2737 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0756 
	0.0733 
	0.3051 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	-0.0180 
	0.0302 
	0.5552 
	27.65 

	MCP3
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0513 
	0.0702 
	0.4501 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	-0.0194 
	0.0525 
	0.7114 
	23.64 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0711 
	0.0626 
	0.2559 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	0.0290 
	0.0458 
	0.5240 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0391 
	0.0458 
	0.3722 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0315 
	0.1120 
	0.7795 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0193 
	0.0457 
	0.6601 
	27.65 

	MCP1
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0111 
	0.0262 
	0.6696 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0337 
	0.0190 
	0.0761 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	0.0059 
	0.0722 
	0.9599 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0176 
	0.0222 
	0.4285 
	22.12 

	
	rs34307986
	C
	A
	1.3877 
	0.3006 
	3.91E-06
	-0.1612 
	0.1379 
	0.2566 
	21.31 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	0.0008 
	0.0162 
	0.9651 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	0.0228 
	0.0166 
	0.1684 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	-0.0440 
	0.0388 
	0.2579 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0000 
	0.0166 
	0.9805 
	27.65 

	IL-12p70
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0146 
	0.0261 
	0.5752 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	-0.0148 
	0.0190 
	0.4345 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	0.0235 
	0.0727 
	0.7503 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0267 
	0.0222 
	0.2353 
	22.12 

	
	rs34307986
	C
	A
	1.3877 
	0.3006 
	3.91E-06
	0.0972 
	0.1361 
	0.4177 
	21.31 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0037 
	0.0163 
	0.8195 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0341 
	0.0166 
	0.0390 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0196 
	0.0388 
	0.5872 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0325 
	0.0166 
	0.0510 
	27.65 

	IP10
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0119 
	0.0388 
	0.7436 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0146 
	0.0284 
	0.6030 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.0771 
	0.1094 
	0.4733 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0130 
	0.0338 
	0.6946 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	0.0178 
	0.0245 
	0.4696 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	0.0326 
	0.0248 
	0.1915 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	-0.0923 
	0.0597 
	0.1202 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	-0.0108 
	0.0247 
	0.6627 
	27.65 

	IL18
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0097 
	0.0390 
	0.7911 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0476 
	0.0286 
	0.0952 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.1577 
	0.1093 
	0.1471 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0513 
	0.0340 
	0.1310 
	22.12 

	
	rs34307986
	C
	A
	1.3877 
	0.3006 
	3.91E-06
	0.2921 
	0.2253 
	0.1729 
	21.31 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0192 
	0.0246 
	0.4346 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	0.0168 
	0.0250 
	0.5139 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0837 
	0.0601 
	0.1661 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	-0.0148 
	0.0248 
	0.5538 
	27.65 

	IL17
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0106 
	0.0269 
	0.6953 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0022 
	0.0197 
	0.9151 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	0.0128 
	0.0747 
	0.8706 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0072 
	0.0228 
	0.7613 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0133 
	0.0168 
	0.4304 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0033 
	0.0171 
	0.8382 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0229 
	0.0403 
	0.5645 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0301 
	0.0172 
	0.0792 
	27.65 

	IL13
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0437 
	0.0396 
	0.2645 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	-0.0081 
	0.0289 
	0.7783 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.0055 
	0.1114 
	0.9415 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0070 
	0.0343 
	0.8387 
	22.12 

	
	rs34307986
	C
	A
	1.3877 
	0.3006 
	3.91E-06
	-0.0790 
	0.2261 
	0.9193 
	21.31 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0071 
	0.0249 
	0.7761 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0208 
	0.0253 
	0.4073 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0302 
	0.0606 
	0.6105 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0119 
	0.0251 
	0.6484 
	27.65 

	IL10
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0262 
	0.0270 
	0.3323 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0071 
	0.0198 
	0.7188 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.0154 
	0.0766 
	0.8373 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0323 
	0.0230 
	0.1634 
	22.12 

	
	rs34307986
	C
	A
	1.3877 
	0.3006 
	3.91E-06
	0.0834 
	0.1416 
	0.4560 
	21.31 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	0.0056 
	0.0169 
	0.7402 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0172 
	0.0172 
	0.3161 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0503 
	0.0403 
	0.1993 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0089 
	0.0172 
	0.6113 
	27.65 

	IL8
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0001 
	0.0397 
	0.9939 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0282 
	0.0289 
	0.3307 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.1154 
	0.1109 
	0.2963 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0135 
	0.0344 
	0.6915 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	0.0027 
	0.0249 
	0.9143 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	0.0145 
	0.0254 
	0.5735 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.1087 
	0.0609 
	0.0752 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0301 
	0.0252 
	0.2345 
	27.65 

	IL6
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0071 
	0.0263 
	0.7779 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0216 
	0.0191 
	0.2590 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	0.0004 
	0.0727 
	0.9832 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0280 
	0.0223 
	0.2100 
	22.12 

	
	rs34307986
	C
	A
	1.3877 
	0.3006 
	3.91E-06
	0.0234 
	0.1362 
	0.7848 
	21.31 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	0.0036 
	0.0163 
	0.8248 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0077 
	0.0167 
	0.6334 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0334 
	0.0390 
	0.3759 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0265 
	0.0167 
	0.1175 
	27.65 

	IL1ra
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0266 
	0.0392 
	0.4958 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0196 
	0.0286 
	0.4957 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.0317 
	0.1103 
	0.7302 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	-0.0025 
	0.0340 
	0.9464 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	0.0219 
	0.0246 
	0.3745 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0319 
	0.0249 
	0.1946 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0464 
	0.0599 
	0.4357 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0304 
	0.0249 
	0.2392 
	27.65 

	IL-1b
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	0.0147 
	0.0311 
	0.7734 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0209 
	0.0226 
	0.1997 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.0093 
	0.0882 
	0.6683 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	-0.0312 
	0.0268 
	0.5463 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0026 
	0.0194 
	0.9727 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0137 
	0.0198 
	0.9848 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.1002 
	0.0481 
	0.0617 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0083 
	0.0198 
	0.3082 
	27.65 

	HGF
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0054 
	0.0261 
	0.8423 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0277 
	0.0190 
	0.1456 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.0977 
	0.0727 
	0.1812 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0486 
	0.0222 
	0.0276 
	22.12 

	
	rs34307986
	C
	A
	1.3877 
	0.3006 
	3.91E-06
	0.2445 
	0.1349 
	0.0886 
	21.31 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0049 
	0.0162 
	0.7611 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0328 
	0.0166 
	0.0461 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0587 
	0.0387 
	0.1227 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0032 
	0.0166 
	0.8504 
	27.65 

	IL9
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	0.0759 
	0.0391 
	0.0529 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0232 
	0.0286 
	0.4173 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.0617 
	0.1107 
	0.5718 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0015 
	0.0340 
	0.9599 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0063 
	0.0247 
	0.7994 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0149 
	0.0249 
	0.5449 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	-0.0039 
	0.0598 
	0.9473 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0091 
	0.0249 
	0.7344 
	27.65 

	IL7
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0223 
	0.0403 
	0.5806 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0298 
	0.0294 
	0.3088 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	0.0546 
	0.1112 
	0.6713 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0677 
	0.0350 
	0.0536 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0103 
	0.0255 
	0.6812 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0207 
	0.0257 
	0.4152 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0131 
	0.0618 
	0.8346 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0105 
	0.0257 
	0.7000 
	27.65 

	IL5
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	0.0339 
	0.0405 
	0.3931 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0161 
	0.0298 
	0.5832 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.1019 
	0.1126 
	0.3606 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	-0.0257 
	0.0352 
	0.4645 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0163 
	0.0255 
	0.5222 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0203 
	0.0260 
	0.4258 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0208 
	0.0624 
	0.7418 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	-0.0064 
	0.0258 
	0.7975 
	27.65 

	IL4
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	0.0000 
	0.0265 
	0.9929 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0079 
	0.0192 
	0.6791 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.0253 
	0.0739 
	0.7232 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0378 
	0.0224 
	0.0928 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	0.0050 
	0.0164 
	0.7612 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0001 
	0.0168 
	0.9836 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0344 
	0.0392 
	0.3586 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0181 
	0.0168 
	0.2843 
	27.65 

	IL2ra
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0297 
	0.0390 
	0.4473 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0028 
	0.0284 
	0.9191 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	0.0298 
	0.1105 
	0.7879 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0009 
	0.0338 
	0.9781 
	22.12 

	
	rs34307986
	C
	A
	1.3877 
	0.3006 
	3.91E-06
	0.2182 
	0.2257 
	0.3298 
	21.31 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0264 
	0.0244 
	0.2773 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	0.0399 
	0.0248 
	0.1095 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0499 
	0.0600 
	0.4050 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	-0.0124 
	0.0248 
	0.6350 
	27.65 

	IL2
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	-0.0361 
	0.0401 
	0.3710 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0076 
	0.0291 
	0.7954 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.0498 
	0.1118 
	0.6430 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0079 
	0.0346 
	0.8173 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0066 
	0.0252 
	0.7914 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0080 
	0.0256 
	0.7312 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.1088 
	0.0608 
	0.0740 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0319 
	0.0254 
	0.2173 
	27.65 

	IFNg
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	0.0343 
	0.0272 
	0.2070 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0337 
	0.0198 
	0.0873 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	0.0202 
	0.0758 
	0.8008 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0258 
	0.0230 
	0.2659 
	22.12 

	
	rs34307986
	C
	A
	1.3877 
	0.3006 
	3.91E-06
	-0.1041 
	0.1378 
	0.4827 
	21.31 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	0.0158 
	0.0169 
	0.3510 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	0.0067 
	0.0172 
	0.7050 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0097 
	0.0404 
	0.7808 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0064 
	0.0172 
	0.7268 
	27.65 

	GROa
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	0.0355 
	0.0397 
	0.3757 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0311 
	0.0289 
	0.2836 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.1022 
	0.1130 
	0.3604 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	-0.0806 
	0.0346 
	0.0199 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	0.0148 
	0.0250 
	0.5539 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0316 
	0.0254 
	0.2087 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0841 
	0.0609 
	0.1631 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0034 
	0.0253 
	0.8885 
	27.65 

	G-CSF
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	0.0322 
	0.0267 
	0.2314 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0096 
	0.0194 
	0.6211 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.0639 
	0.0739 
	0.3760 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0287 
	0.0226 
	0.1982 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	0.0065 
	0.0166 
	0.7017 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0181 
	0.0169 
	0.2813 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	0.0480 
	0.0396 
	0.2263 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0069 
	0.0169 
	0.6912 
	27.65 

	FGFBasic
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	0.0066 
	0.0272 
	0.8053 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0287 
	0.0199 
	0.1487 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	0.0283 
	0.0760 
	0.7113 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0014 
	0.0231 
	0.9628 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	-0.0032 
	0.0170 
	0.8492 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0174 
	0.0173 
	0.3122 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	-0.0181 
	0.0406 
	0.6618 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0267 
	0.0173 
	0.1292 
	27.65 

	Eotaxin
	rs10962609
	C
	A
	0.4256 
	0.0931 
	4.90E-06
	0.0149 
	0.0264 
	0.5782 
	20.87 

	
	rs12740374
	T
	G
	0.2719 
	0.0559 
	1.16E-06
	0.0345 
	0.0192 
	0.0714 
	23.64 

	
	rs12899260
	G
	A
	1.0254 
	0.2196 
	3.02E-06
	-0.0942 
	0.0741 
	0.2038 
	21.81 

	
	rs1563693
	C
	T
	0.3100 
	0.0659 
	2.56E-06
	0.0409 
	0.0224 
	0.0639 
	22.12 

	
	rs4339244
	C
	A
	0.2174 
	0.0465 
	2.97E-06
	0.0182 
	0.0164 
	0.2678 
	21.84 

	
	rs440166
	G
	A
	-0.2165 
	0.0473 
	4.73E-06
	-0.0188 
	0.0166 
	0.2562 
	20.94 

	
	rs7579305
	C
	T
	0.7813 
	0.1650 
	2.17E-06
	-0.0154 
	0.0389 
	0.7032 
	22.44 

	
	rs7705124
	G
	A
	-0.2648 
	0.0504 
	1.45E-07
	0.0217 
	0.0167 
	0.2006 
	27.65 


	SNP, single nucleotide polymorphism; CI, confidence interval; CTACK, cutaneous T-cell attracting chemokine; bNGF, beta-nerve growth factor; VEGF, vascular endothelial growth factor; MIF, macrophage migration inhibitory factor; TRAIL, TNF-related apoptosis-inducing ligand; TNFb, tumor necrosis factor beta; TNFa, tumor necrosis factor alpha; SDF1a, stromal-cellderived factor 1 alpha; SCGFb, stem cell growth factor beta; SCF, stem cell factor; IL-16, interleukin-16; RANTES, regulated on activation, normal T cell expressed and secreted; PDGFbb, platelet-derived growth factor BB; MIP1b, macrophage inflammatory protein 1b; MIP1a, macrophage inflammatory protein 1a; MIG, monokine induced by gamma interferon; MCSF, macrophage colony stimulating factor; MCP3, monocyte chemoattractant protein-3; MCP1, monocyte chemoattractant protein-1; IL-12p70, interleukin-12p70; IP10, interferon gamma-induced protein 10; IL-18, interleukin-18; IL-17, interleukin-17; IL-13, interleukin-13; IL-10, interleukin-10; IL-8, interleukin-8; IL-6, interleukin-6; IL1ra, interleukin-1-receptor antagonist; IL-1b, interleukin-1-beta; HGF, hepatocyte growth factor; IL-9, interleukin-9; IL-7, interleukin-7; IL-5, interleukin-5; IL-4, interleukin-4; IL2ra, interleukin-2 receptor antagonist; IL-2, interleukin-2; IFNg, interferon gamma; GROa, growth-regulated protein alpha; G-CSF, granulocyte-colony stimulating factor; FGFBasic, fibroblast growth factor basic.








