Supplemental Table1. Detailed information for the genetic variants.



	SNP
	chr
	EA
	OA
	EAF
	COVID-19
	
	Myocarditis
	F-statistic

	
	
	
	
	
	Beta
	SE
	p-value
	
	Beta
	SE
	p-value
	

	rs10936744
	3
	T
	C
	0.3588
	-0.062641
	0.0099836
	3.51E-10
	
	0.0398
	0.0515
	0.4394
	39.36797

	rs12482060
	21
	G
	C
	0.3375
	0.061951
	0.010525
	3.96E-09
	
	0.1086
	0.0512
	0.0338197
	34.64595

	rs17078348
	3
	G
	A
	0.0997
	0.092084
	0.016154
	0.000000012
	
	-0.072
	0.0878
	0.4122
	32.49438

	rs2271616
	3
	T
	G
	0.1181
	0.15634
	0.015084
	3.61E-25
	
	-0.0206
	0.1083
	0.8495
	107.4254

	rs4971066
	1
	G
	T
	0.1777
	-0.076762
	0.0134
	1.02E-08
	
	-0.0499
	0.0609
	0.4128
	32.8158

	rs643434
	9
	A
	G
	0.371
	0.1013
	0.010114
	1.29E-23
	
	0.0286
	0.0496
	0.564901
	100.3166

	rs757405
	12
	A
	T
	0.7092
	0.068926
	0.010783
	1.64E-10
	
	0.0963
	0.0608
	0.1131
	40.85893



	SNP
	chr
	EA
	OA
	EAF
	COVID-19
	
	Heart failure
	F-statistic

	
	
	
	
	
		Beta        SE    	p-value
	
	Beta            SE	        p-value
	

	rs10936744
	3
	T
	C
	0.3588
	-0.062641
	0.0099836
	3.51E-10
	
	0.0011
	0.0082
	0.8906
	39.36797

	rs12482060
	21
	G
	C
	0.3375
	0.061951
	0.010525
	3.96E-09
	
	0.0167
	0.0083
	0.04279
	34.64595

	rs17078348
	3
	G
	A
	0.0997
	0.092084
	0.016154
	1.20E-08
	
	0.0054
	0.0136
	0.693499
	32.49438

	rs2271616
	3
	T
	G
	0.1181
	0.15634
	0.015084
	3.61E-25
	
	0.0021
	0.013
	0.8708
	107.4254

	rs4971066
	1
	G
	T
	0.1777
	-0.076762
	0.0134
	1.02E-08
	
	0.0212
	0.0108
	0.04901
	32.8158

	rs643434
	9
	A
	G
	0.371
	0.1013
	0.010114
	1.29E-23
	
	0.0406
	0.0082
	8.03E-07
	100.3166

	rs757405
	12
	A
	T
	0.7092
	0.068926
	0.010783
	1.64E-10
	
	0.0017
	0.0086
	0.8398
	40.85893





	SNP
	chr
	EA
	OA
	EAF
	COVID-19
	
	Acute myocardial infarction 
	F-statistic

	
	
	
	
	
	Beta
	SE
	p-value
	
	Beta
	SE
	p-value
	

	rs10936744
	3
	T
	C
	0.354584
	-0.062641
	0.0099836
	3.51E-10
	
	-5.97E-05
	0.000273024
	0.826799
	39.36797 

	rs12482060
	21
	G
	C
	0.309147
	0.061951
	0.010525
	3.96E-09
	
	-2.80E-05
	0.000282188
	0.920894
	34.64595 

	rs17078348
	3
	G
	A
	0.086208
	0.092084
	0.016154
	1.20E-08
	
	-0.00049075
	0.000469554
	0.295961
	32.49438 

	rs2271616
	3
	T
	G
	0.133006
	0.15634
	0.015084
	3.61E-25
	
	6.46E-05
	0.000387596
	0.867568
	107.42545 

	rs4971066
	1
	G
	T
	0.162486
	-0.076762
	0.0134
	1.02E-08
	
	-0.00068794
	0.000353587
	0.0517047
	32.81580 

	rs643434
	9
	A
	G
	0.34051
	0.1013
	0.010114
	1.29E-23
	
	0.00065588
	0.000275183
	0.0171526
	100.31664 

	rs757405
	12
	A
	T
	0.67588
	0.068926
	0.010783
	1.64E-10
	
	-0.00015305
	0.000279045
	0.583375
	40.85893 






	SNP
	chr
	EA
	OA
	EAF
	COVID-19
	
	Arrhythmia
	F-statistic

	
	
	
	
	
	Beta
	SE
	p-value
	
	Beta
	SE
	p-value
	

	rs10936744
	3
	T
	C
	0.3588
	-0.062641
	0.0099836
	3.51E-10
	
	0.0127105
	0.0117778
	0.280503
	39.36797 

	rs12482060
	21
	G
	C
	0.3375
	0.061951
	0.010525
	3.96E-09
	
	-0.0252407
	0.0113517
	0.0261812
	34.64595 

	rs17078348
	3
	G
	A
	0.0997
	0.092084
	0.016154
	1.20E-08
	
	0.00397128
	0.0369698
	0.914456
	32.49438 

	rs2271616
	3
	T
	G
	0.1181
	0.15634
	0.015084
	3.61E-25
	
	-0.0535074
	0.0172574
	0.00193166
	107.42545 

	rs4971066
	1
	G
	T
	0.1777
	-0.076762
	0.0134
	1.02E-08
	
	-0.0346824
	0.0186145
	0.0624353
	32.81580 

	rs643434
	9
	A
	G
	0.371
	0.1013
	0.010114
	1.29E-23
	
	-0.00448825
	0.0113804
	0.693296
	100.31664 

	rs757405
	12
	A
	T
	0.7092
	0.068926
	0.010783
	1.64E-10
	
	-0.0162197
	0.0176214
	0.357335
	40.85893 




	SNP
	chr
	EA
	OA
	EAF
	COVID-19
	
	Venous thromboembolism
	F-statistic

	
	
	
	
	
	Beta
	SE
	p-value
	
	Beta
	SE
	p-value
	

	rs10936744
	3
	T
	C
	0.3588
	-0.0626 
	0.0100 
	3.51E-10
	
	0.000218
	0.00027662
	0.430647
	39.36797 

	rs12482060
	21
	G
	C
	0.3375
	0.0620 
	0.0105 
	3.96E-09
	
	-5.74E-05
	0.00028612
	0.841066
	34.64595 

	rs17078348
	3
	G
	A
	0.0997
	0.0921 
	0.0162 
	1.20E-08
	
	0.00024772
	0.00047637
	0.60305
	32.49438 

	rs2271616
	3
	T
	G
	0.1181
	0.1563 
	0.0151 
	3.61E-25
	
	0.000297596
	0.00039351
	0.449498
	107.42545 

	rs4971066
	1
	G
	T
	0.1777
	-0.0768 
	0.0134 
	1.02E-08
	
	-0.000399565
	0.00035874
	0.265358
	32.81580 

	rs643434
	9
	A
	G
	0.371
	0.1013 
	0.0101 
	1.29E-23
	
	0.00468183
	0.00027931
	4.88E-63
	100.31664 

	rs757405
	12
	A
	T
	0.7092
	0.0689 
	0.0108 
	1.64E-10
	
	0.000162976
	0.00028288
	0.564527
	40.85893 



[bookmark: _GoBack]SNP, single-nucleotide polymorphism; Chr, chromosome; Pos, position; EA, effect allele; OA, other allele, EAF: Effective allele frequency; SE: standard error
