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Fig. S1 CircRNAs detected by high-throughput sequencing.
a. CircRNAs detected (green) and in the circbase (red).
b. CircRNAs detected in the 3 paired LUAD and adjacent tissues. 37 circRNAs were co-expressed in the 3 tissue pairs.
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Fig. S2 Hsa_circ_0001640 inhibited angiogenesis of LUAD cells.
a, b. Wound healing assay of HUVECs treated with supernatant of LUAD cells in each group.
c. Transwell invasion assay. 
d. Angiogenesis test.
e. Quantification of angiogenesis in different groups.
f. Fold change of angiogenesis of H1299.
g. Fold change of angiogenesis of H1975.
Data are presented as the means±SD. *P<0.05; **P <0.01; NS: non-significance.
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[bookmark: OLE_LINK25][bookmark: OLE_LINK27][bookmark: OLE_LINK30][bookmark: OLE_LINK33]Fig. S3 Apoptosis rates of LUAD cells of different hsa_circ_0001640 expressions.
Apoptosis rates of H1975 of different hsa_circ_0001640 expressions were analyzed by flow cytometer.
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Fig. S4 MiR-630 and miR-582-3p were negatively correlated with hsa_circ_0001640.
a. Expression of miR-630 was negatively correlated with hsa_circ_0001640, according to results of qRT-PCR.
b. Expression of miR-582-3p was negatively correlated with hsa_circ_0001640.
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Fig. S5 Sequences of predicted biding sites.
a. Predicted biding sites of hsa_circ_0001640 and miR-942.
b. Predicted biding sites of GSK3β and miR-942.
c. [bookmark: _GoBack]Predicted biding sites of hsa_circ_0001640 and miR-942.
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a
hsa_circ_0001640-mut 5~ ACGCCGCCAGAAGAGCTCTCCTG-3'

hsa-miR-942  3-GUGUACCGGUUUUGUCUCUUCU-5

b
GSK3p-mut 5- GACUGGUUGAAGCAUTCTCCTGA-3

hsa-miR-942 3-GUGUACCGGUUUUGUCUCUUCU-5'

NKIRAS2-mut 5'-GCAAUGGGCCAAGUCCTCTCCTG-3'

hsa-miR-942  3-GUGUACCGGUUUUGUCUCUUCU-5
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