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[bookmark: _Ref122338482]S.Figure 1: Study treatment does not confer microbiota toxicity. No significant changes in the gut alpha diversity, at genus level, were detected in patients who experienced a clinical benefit (CB) (A). Those patients who did not experience a CB showed a trend towards increasing gut alpha diversity, though not significant. This trend was not observed in the oral alpha diversity, also at genus level (B). 
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[bookmark: _Ref122338466]S.Figure 2: Number of hits of Cytochrome P450 genes within each CALADRIO metagenome, stratified by clinical parameters: CB (clinical benefit), NLR (neutrophil-to-lymphocyte-ratio), PDL1 (programmed cell-death ligand 1). 
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[bookmark: _Ref122366416]S. Table 1:  57 common genera between the oral and gut microbiota.
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S.Figure 3: Differential features determined by LEfSe for (A) gut and (B) oral microbiota. 
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