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[bookmark: OLE_LINK5]Fig. S1 A The ultrastructural changes in PASMCs following a 24-hour treatment with CANA were visualized using TEM, with specific focus on the nucleus (N), mitochondria (M), rough endoplasmic reticulum (RER), autophagy lysosome (ASS), and autophagosome (AP). Scale bar = 1.0 µm and 500 nm.
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[bookmark: OLE_LINK3][bookmark: OLE_LINK6][bookmark: OLE_LINK1][bookmark: OLE_LINK4][bookmark: _GoBack]Fig. S2 A Representative images of immunofluorescence staining obtained using the confocal microscope with the oil-immersion 63× objective lens reveal the expression of SGLT1 (green) in PASMCs. Scale bar = 20 µm.
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[bookmark: OLE_LINK2]Fig. S3 Expression of SGLT1, SGLT2 and β-actin mRNA in kidney, lung and pulmonary artery (PA) tissues. A, B Representative RT-PCR results confirming the expression of SGLT1, SGLT2 pair 2 (127bp), SGLT2 pair 3 (357bp) and β-actin mRNA.
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