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Supplementary Figure 1. (A) The overall workflow of the research and experimental design. (B)

Genotypes of the A/bCrePten mice were analyzed and determined by PCR analysis at about day

10-12 (Supplementary Figure 1B). (C) The expressions of PTEN protein and the downstream

effectors in PTEN signaling pathway (Supplementary Fig 1C).

A TAG GP PC D TAG E GP F PC TAG GP
a5 SFA B1s SFA ¢ 8 SFA 10 c16:1 3 c16r c16:1 c20:2 H c16
. FEE 2.5 3 15
40 8 * 2.0 #_g**
10. e 2 10
35 o s 2 rx 18
4 b A & =1
30 s * 1 o 2 s
25 & 2 0.5 col #
£
o ;’-1 [
20) 3 double bonds 10 3 doublebonds ;3 double bonds g, c20:1 Fos ©20:1 Fas €20:1 ., c22:2 Fs c20
o ° ] <
8 * 8 # H 8 Eos £20 £, g
3 s - e ° 515 % 2 ;2
_10 = - na Noq ] ]
Q Q Xa +H + +1.0 1 +H
5 5 5 g2 foz H !
£ £? E? 00 ') 308 o H
g = -t =, z , . =0
'f. 501 4 double bonds ‘:35 4 double bonds ‘fl,s 4 double bonds 10, c22:1 0.8 c22:1 1.0 c22:1 ho PC 2.5 ©c22
g4 H # £ 8 06 o8 g c20:2 20
o 30 o # 3 A
=30 = = 0.6 £ 15
25 4 0.4 F0.5]
20] & ‘ 26 2 » 0.4 - 10
‘ 4 20 . # =
b g , L] 0.2 é 0.5
[ o o
151> 4 double bonds 40| > 4 double bonds 35, > 4 double bonds 10w

35

30!

*
*
M
*

30

25

20!

*
*
*

I3

®--

@ +- @+

Supplementary Figure 2. Dynamic alterations in the fatty acid compositions of hepatic TAGs,

GPs and PCs. (A) & (B) & (C). The Profiles of saturated fatty acids of TAGs (A), GPs (B) and

PCs (C) among the different genotypes of the A/bCrePten mice at different time intervals

(10weeks, 28weeks, 40 weeks, n=4; 60weeks, n=3). (D) - (F). Dynamic alterations of the C18:1 ,

C20:1, C22:1 compositions of TAGs (D), GPs (E) and PCs (F) among the different genotypes of



the AlbCrePten mice. (G) Relative alterations of the C20:2 components of TAGs , PCs and the
C22:2 components of GPs among the different genotypes of the A/bCrePten mice . (H) Dynamic
alterations of the C16 , C20, C22 components of GPs among the different genotypes of the
AIbCrePten mice. -/- represents AIbCrePten/*/* mice, -+/- represents AlbCrePten* mice, +/+
represents AIbCrePten ** mice. * P<0.05, ** P<0.01, *** P<0.001; # represents P<0.05. ( The
statistical difference in profiles or dynamic alterations of the lipid compositions between the

AlbCrePten/ox mice and AlIbCrePten +/+ mice ).

A 40 SFA B15 3 double bonds c 10, 4 double bonds Dzo > 4 double bonds
35 I 8 15
10 6
30 a 10
25 S 2 5
TAG TAG TAG TAG
20 0 0 0
50 15 25 20
40 20

(=]
(1]

|GP

ao

-

Mean + Sd (mol%)
- -
o o

[ K-
-]
« 1@ %
% |
* *

Mean + Sd (mol%)
= N @
o Qo
#*
*
*
Mean + Sd (mol%)
o B
|
*
*
E Z.
*
Mean + Sd (mol%)
- -k
S &

N
e

-
a ©
*
s
b
-
@ o
iw
- -k
w o u
a N
m o
-
n%*

-
N

Lpe _______ oLPC_____ oPC 10
10W 28W40W 6OW 10W28W 40W 60W 10W 26W 40W 60W 10W28W 40W GOW

@ @+- @+

Supplementary Figure 3. Dynamic alterations in the fatty acid compositions of serum TAGs
(first row), GPs (second row), and PCs (third row). (A) Alterations of saturated fatty acids of
TAGs , GPs and PCs among the three groups of different genotyping mice at different time
intervals (10weeks, 28weeks, 40 weeks, 60weeks, n=3). (B) Alterations of 3 double bonds of
TAGs , GPs and PCs among the three groups of the different genotyping A/bCrePten mice. (C)
Alterations of 4 double bonds-of TAGs, GPs and PCs among the different genotyping AlbCrePten
mice. (C) Dynamic alterations of over 4 double bonds of TAGs , GPs and PCs among the different
genotyping AlbCrePten mice. -/- represents AIbCrePtenw/*** mice, +/- represents AlbCrePten/**
mice, +/+ represents AlbCrePten ¥ mice. * P<0.05, ** P<0.01, *** P<0.001; # represents
P<0.05. (The statistical difference in profiles or dynamic alterations of the lipid compositions

between the AIbCrePten/*fo* mice and AIbCrePten +/+ mice )
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Supplementary Figure 4. The permutation test (200 times) of different genotyping mice. (A) The
permutation test (200 times) of different genotyping mice in the liver tissue (10weeks, 28weeks,
40 weeks, n=4; 60weeks, n=3; respectively). (B) The permutation test (200 times) of different

genotyping mice in the serum (10weeks, 28weeks, 40 weeks, 60weeks, n=3; respectively).



