Table S1. Univariate and multivariate analyses of factors associated with OS, CRFS, GRFS, relapse, and NRM
	
	Overall mortality
	
	Failure for CRFS
	
	Failure for GRFS
	
	Incidence of Relapse 
	
	Non-relapse mortality

	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis

	Variable
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P

	Age at allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  <40 years
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	

	  40-59 years
	2.05
(1.60-2.63)
	<0.001
	
	1.70
(1.28-2.24)
	<0.001
	
	1.39
(1.15-1.67)
	0.001
	
	1.27
(1.02-1.57)
	0.030
	
	1.28
81.08-1.51)
	0.004
	
	1.28
(1.05-1.55)
	0.014
	
	1.61
(1.05-2.46)
	0.030
	
	1.40
(0.89-2.20)
	0.144
	
	1.79
(1.38-2.34)
	<0.001
	
	1.61
(1.20-2.15)
	0.001

	≥60 years
	3.11
(2.39-4.04)
	<0.001
	
	2.32
(1.71-3.15)
	<0.001
	
	1.82
(1.49-2.24)
	<0.001
	
	1.62
(1.28-2.06)
	<0.001
	
	1.51
(1.25-1.82)
	<0.001
	
	1.52
(1.20-1.92)
	<0.001
	
	2.57
(1.67-3.97)
	<0.001
	
	1.64
(0.98-2.72)
	0.058
	
	2.61
(1.97-3.46)
	<0.001
	
	2.28
(1.67-3.11)
	<0.001

	Patient sex
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	Not selected
	
	
	
	
	
	

	  Female
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	
	
	1.00
	
	
	
	
	1.00
	
	
	1.00
	

	Male
	1.56
(1.29-1.89)
	<0.001
	
	1.32
(1.04-1.68)
	0.022
	
	1.32
(1.13-1.54)
	<0.001
	
	1.19
(0.98-1.44)
	0.082
	
	1.16
(1.01-1.33)
	0.041
	
	
	
	1.34
(0.97-1.84)
	0.073
	
	
	
	1.51
(1.22-1.86)
	<0.001
	
	1.37
(1.06-1.78)
	0.017

	PS at allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  0-1
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	

	2-4
	2.11
(1.58-2.82)
	<0.001
	
	1.84
(1.32-2.57)
	<0.001
	
	1.61
(1.24-2.08)
	<0.001
	
	1.39
(1.03-1.88)
	0.030
	
	1.66
(1.30-2.11)
	<0.001
	
	1.46
(1.10-1.94)
	0.009
	
	1.63
(1.00-2.65)
	0.051
	
	1.49
(0.91-2.44)
	0.109
	
	2.07
(1.49-2.87)
	<0.001
	
	1.71
(1.15-2.54)
	0.008

	History of infection before HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  No
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	

	  Yes
	2.12
(1.55-2.89)
	<0.001
	
	1.78
(1.26-2.53)
	0.001
	
	1.66
(1.26-2.19)
	<0.001
	
	1.57
(1.16-2.12)
	0.003
	
	1.52
(1.18-1.96)
	0.001
	
	1,63
(1.24-2.15)
	0.001
	
	1.21
(0.68-2.15)
	0.508
	
	-
	
	2.37
(1.70-3.29)
	<0.001
	
	2.01
(1.38-2.91)
	<0.001

	HCT-CI
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	Not selected

	  0
	1.00
	
	
	Not selected
	
	1.00
	
	
	
	
	1.00
	
	
	
	
	1.00
	
	
	-
	
	1.00
	
	
	

	  1-2
	1.43
(1.13-1.81)
	0.003
	
	
	
	1.36
(1.12-1.65)
	0.002
	
	
	
	1.38
(1.15-1.64)
	<0.001
	
	
	
	1.35
(0.93-1.97)
	0.117
	
	-
	
	1.54
(1.20-1.98)
	0.001
	
	

	  ≥3
	1.55
(1.19-2.01)
	0.001
	
	
	
	1.30
(1.04-1.63)
	0.022
	
	
	
	1.09
(0.89-1.35)
	0.400
	
	
	
	1.15
(0.73-1.81)
	0.535
	
	-
	
	1.51
(1.13-2.01)
	0.006
	
	

	  Missing/Uncertain
	1.01
(0.79-1.29)
	0.948
	
	
	
	1.10
(0.90-1.34)
	0.358
	
	
	
	0.98
(0.81-1.18)
	0.843
	
	
	
	0.88
(0.57-1.36)
	0.578
	
	-
	
	1.09
(0.83-1.42)
	0.530
	
	

	Cytogenetic risk classification
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Good risk
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-

	  Intermediate risk
	1.16
(0.92-1.48)
	0.218
	
	1.26
(0.97-1.64)
	0.083
	
	1.08
(0.88-1.31)
	0.462
	
	1.10
(0.89-1.37)
	0.386
	
	1.12
(0.93-1.33)
	0.227
	
	1.13
(0.93-1.37)
	0.232
	
	1.33
(0.89-2.01)
	0.167
	
	1.20
(0.79-1.81)
	0.396
	
	1.00
(0.77-1.29)
	0.979
	
	-

	  Poor risk
	1.70
(1.38-2.08)
	<0.001
	
	1.66
(1.32-2.09)
	<0.001
	
	1.42
(1.19-1.69)
	<0.001
	
	1.48
(1.22-1.80)
	<0.001
	
	1.34
(1.15-1.58)
	<0.001
	
	1.36
(1.14-1.64)
	0.001
	
	1.98
(1.41-2.79)
	<0.001
	
	1.36
(0.95-1.95)
	0.094
	
	1.21
(0.96-1.52)
	0.105
	
	-

	Ringed sideroblasts
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Absence
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  Presence
	1.24
(0.95-1.61)
	0.118
	
	-
	
	1.18
(0.95-1.47)
	0.144
	
	-
	
	1.15
(0.94-1.41)
	0.167
	
	-
	
	1.28
(0.84-1.95)
	0.250
	
	-
	
	1.19
(0.90-1.58)
	0.228
	
	-

	Donor source
	
	
	
	Not selected
	
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  HLA-matched related BM/PBSC
	1.00
	
	
	
	
	1.00
	
	
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	

	  HLA 1locus mismatched related BM/PBSC
	1.58
(0.85-2.95)
	0.149
	
	
	
	1.70
(1.05-2.77)
	0.032
	
	
	
	1.23
(0.76-1.99)
	0.408
	
	1.09
(0.59-2.01)
	0.792
	
	0.95
(0.30-2.99)
	0.937
	
	0.57
(1.35-2.39)
	0.442
	
	1.61
(0.77-3.37)
	0.205
	
	1.64
(0.66-4.07)
	0.287

	Unrelated BM/PBSC
	1.50
(1.18-1.89)
	0.001
	
	
	
	1.23
(1.02-1.48)
	0.031
	
	
	
	1.32
(1.11-1.56)
	0.001
	
	1.25
(1.03-1.52)
	0.027
	
	0.84
(0.57-1.24)
	0.382
	
	0.61
(0.37-0.99)
	0.045
	
	1.67
(1.29-2.16)
	<0.001
	
	1.50
(1.12-2.01)
	0.006

	Unrelated CB
	1.82
(1.39-2.38)
	<0.001
	
	
	
	1.31
(1.05-1.64)
	0.017
	
	
	
	1.44
(1.17-1.76)
	<0.001
	
	1.28
(1.00-1.63)
	0.048
	
	1.72
(1.15-2.56)
	0.008
	
	1.05
(0.65-1.69)
	0.839
	
	1.72
(1.26-2.35)
	0.001
	
	1.31
(0.91-1.88)
	0.141

	Haploidentical related BM/PBSC
	2.23
(1.45-3.45)
	<0.001
	
	
	
	1.57
(1.09-2.28)
	0.017
	
	
	
	1.35
(0.96-1.90)
	0.089
	
	1.26
(0.84-1.89)
	0.271
	
	1.37
(0.68-2.77)
	0.378
	
	0.72
(0.29-1.81)
	0.487
	
	2.16
(1.33-3.51)
	0.002
	
	1.51
(0.85-2.66)
	0.158

	Sex combination
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Others
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	

	Female donor to male recipient
	1,40
(1.15-1.69)
	0.001
	
	1.19
(0.93-1.51)
	0.160
	
	1.32
(1.12-1.56)
	0.001
	
	1,12
(0.92-1.38)
	0.261
	
	1.19
(1.03-1.39)
	0.021
	
	1.08
(0.91-1.29)
	0.367
	
	1.26
(0.91-1.75)
	0.165
	
	-
	
	1.37
(1.11-1.69)
	0.003
	
	1.19
(0.92-1.54)
	0.186

	Blood type compatibility
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Matched
	1.00
	
	
	-
	
	1.00
	
	
	
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  Minor mismatch
	1.08
(0.85-1.38)
	0.505
	
	-
	
	1.08
(0.89-1.31)
	0.463
	
	
	
	
	1.12
(0.94-1.34)
	0.207
	
	-
	
	1.26
(0.88-1.81)
	0.215
	
	-
	
	1.03
(0.79-1.35)
	0.812
	
	-

	  Major/major-minor mismatch
	1.08
(0.88-1.32)
	0.472
	
	-
	
	0.96
(0.81-1.14)
	0.631
	
	
	
	
	0.97
(0.83-1.14)
	0.740
	
	-
	
	0.78
(0.54-1.13)
	0.185
	
	-
	
	1.12
(0.90-1.39)
	0.318
	
	-

	Conditioning intensity
	
	
	
	Not selected
	
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  MAC
	1.00
	
	
	
	
	1.00
	
	
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  RIC
	1.16
(0.96-1.41)
	0.130
	
	
	
	0.95
(0.80-1.11)
	0.503
	
	
	
	0.86
(0.74-1.00)
	0.057
	
	0.75
(0.63-0.89)
	0.001
	
	1.19
(0.86-1.66)
	0.296
	
	-
	
	1.12
(0.90-1.38)
	0.310
	
	-

	  NMAC
	0.79
(0.61-1.04)
	0.093
	
	
	
	0.89
(0.72-1.11)
	0.304
	
	
	
	0.89
(0.73-1.08)
	0.232
	
	0.99
(0.77-1.27)
	0.931
	
	1.34
(0.89-2.02)
	0.166
	
	-
	
	0.81
(0.60-1.08)
	0.148
	
	-

	Use of ATG as the conditioning regimen
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  No
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	Yes
	1.06
(0.79-1.41)
	0.713
	
	-
	
	0.80
(0.62-1.04)
	0.091
	
	0.75
(0.56-1.00)
	0.049
	
	0.83
(0.66-1.05)
	0.116
	
	-
	
	0.78
(0.46-1.34)
	0.372
	
	-
	
	1.19
(0.88-1.61)
	0.262
	
	-

	GVHD prophylaxis
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	Note selected
	
	
	
	
	
	
	
	
	
	
	
	

	  CsA-based
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-

	Tac-based
	1.27
(1.05-1.53)
	0.015
	
	1.19
(0.95-1.49)
	0.124
	
	1.14
(0.98-1.33)
	0.100
	
	-
	
	1.14
(0.99-1.32)
	0.066
	
	
	
	1.47
(1.05-2.06)
	0.026
	
	1.42
(0.92-2.18)
	0.112
	
	1.16
(0.94-1.43)
	0.168
	
	-

	Interval from diagnosis to allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  <180 days
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-

	180-365 days
	1.06
(0.82-1.38)
	0.646
	
	-
	
	1.00
(0.81-1.25)
	0.969
	
	-
	
	1.04
(0.85-1.27)
	0.726
	
	-
	
	1.08
(0.73-1.58)
	0.709
	
	1.01
(0.67-1.51)
	0.967
	
	1.08
(0.80-1.46)
	0.606
	
	-

	>365 days
	0.86
(0.69-1.09)
	0.210
	
	-
	
	0.90
(0.74-1.09)
	0.263
	
	-
	
	0.98
(0.82-1.17)
	0.816
	
	-
	
	0.56
(0.38-0.81)
	0.002
	
	0.67
(0.45-1.01)
	0.053
	
	1.12
(0.87-1.45)
	0.381
	
	-

	No. of RBC transfusions
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  0-19
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	

	  ≥20
	1.47
(1.21-1.78)
	<0.001
	
	1.65
(1.35-2.02)
	<0.001
	
	1.33
(1.13-1.57)
	<0.001
	
	1.41
(1.19-1.67)
	<0.001
	
	1.21
(1.04-1.40)
	0.011
	
	1.22
(1.04-1.42)
	0.014
	
	1.08
(0.78-1.49)
	0.641
	
	-
	
	1.58
(1.28-1.95)
	<0.001
	
	1.52
(1.23-1.89)
	<0.001

	Treatment before allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  No chemotherapy
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-

	  Azacitidine alone
	1.72
(1.34-2.21)
	<0.001
	
	1.15
(0.86-1.54)
	0.360
	
	1.26
(1.02-1.56)
	0.035
	
	0.87
(0.68-1.13)
	0.301
	
	1.19
(0.98-1.44)
	0.076
	
	0.86
(0.69-1.09)
	0.209
	
	1.92
(1.30-2.83)
	0.001
	
	1.58
(1.02-2.44)
	0.040
	
	1.26
(0.95-1.67)
	0.111
	
	-

	Chemotherapy
	1.87
(1.45-2.40)
	<0.001
	
	1.54
(1.16-2.04)
	0.003
	
	1.44
(1.15-1.79)
	0.001
	
	1.23
(0.96-1.58)
	0.099
	
	1.29
(1.05-1.58)
	0.016
	
	1.15
(0.91-1.46)
	0.231
	
	2.91
(2.04-4.15)
	<0.001
	
	2.29
(1.56-3.34)
	<0.001
	
	1.28
(0.94-1.74)
	0.115
	
	-

	Years of allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	
	

	  2001-2010
	1.00
	
	
	Not selected
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	
	
	1.00
	
	
	-

	  2011-2020
	1.21
(1.00-1.46)
	0.051
	
	
	
	1.06
(0.91-1.23)
	0.456
	
	-
	
	1.08
(0.94-1.24)
	0.298
	
	-
	
	1.47
(1.07-2.03)
	0.019
	
	
	
	1.08
(0.88-1.32)
	0.456
	
	-


Abbreviations: graft-versus-host disease, GVHD; chronic GVHD- and relapse-free survival, CRFS; GVHD- and relapse-free survival, GRFS; non-relapse mortality, NRM; allogeneic hematopoietic stem cell transplantation, allo-HSCT; performance status, PS; hematopoietic cell transplantation-specific comorbidity score, HCT-CI; human leukocyte antigen, HLA; bone marrow, BM; peripheral blood stem cell, PBSC; cord blood, CB; myeloablative conditioning, MAC; reduced-intensity conditioning, RIC; non-myeloablative conditioning, NMAC; anti-thymocyte globulin, ATG; cyclosporine, CsA; tacrolimus, Tac; red blood cell, RBC.

Table S2. Univariate and multivariate analyses of factors associated with hematopoietic recovery and GVHD development
	
	Neutrophil engraftment
	
	Platelet recovery
	
	Acute GVHD development
	
	Chronic GVHD development

	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis

	Variable
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P

	Age at allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  <40 years
	1.00
	
	
	Not selected
	
	1.00
	
	
	Not selected
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  40-59 years
	0.91
(0.80-1.03)
	0.136
	
	
	
	0.94
(0.81-1.10)
	0.434
	
	
	
	1.12
(0.92-1.35)
	0.255
	
	-
	
	1.06
(0.85-1.33)
	0.612
	
	-

	≥60 years
	0.79
(0.68-0.91)
	0.002
	
	
	
	0.75
(0.63-0.89)
	0.001
	
	
	
	1.07
(0.86-1.33)
	0.544
	
	-
	
	1.03
(0.79-1.34)
	0.843
	
	-

	Patient sex
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Female
	1.00
	
	
	Not selected
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	Male
	0.91
(0.81-1.02)
	0.099
	
	
	
	0.87
(0.76-0.99)
	0.037
	
	0.85
(0.73-0.99)
	0.038
	
	0.94
(0.80-1.10)
	0.446
	
	-
	
	1.13
(0.93-1.38)
	0.204
	
	-

	PS at allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  0-1
	1.00
	
	
	Not selected
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-

	2-4
	0.76
(0.59-0.96)
	0.021
	
	
	
	0.63
(0.48-0.82)
	0.001
	
	0.69
(0.51-0.93)
	0.015
	
	1.33
(1.00-1.76)
	0.047
	
	1.39
(1.03-1.87)
	0.032
	
	0.88
(0.57-1.35)
	0.550
	
	-

	History of infection before HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  No
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  Yes
	0.66
(0.52-0.84)
	0.001
	
	0.73
(0.56-0.95)
	0.019
	
	0.53
(0.39-0.71)
	<0.001
	
	0.57
(0.40-0.80)
	0.001
	
	1.04
(0.78-1.37)
	0.809
	
	-
	
	1.03
(0.66-1.60)
	0.909
	
	-

	HCT-CI
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  0
	1.00
	
	
	-
	
	1.00
	
	
	Not selected
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  1-2
	0.93
(0.81-1.07)
	0.312
	
	-
	
	0.83
(0.70-0.98)
	0.030
	
	
	
	1.14
(0.93-1.40)
	0.199
	
	-
	
	1.13
(0.88-1.47)
	0.332
	
	-

	  ≥3
	0.95
(0.80-1.12)
	0.554
	
	-
	
	0.69
(0.57-0.84)
	<0.001
	
	
	
	0.99
(0.78-1.24)
	0.903
	
	-
	
	0.95
(0.69-1.31)
	0.750
	
	-

	  Missing/Uncertain
	0.98
(0.84-1.15)
	0.838
	
	-
	
	1.02
(0.85-1.22)
	0.867
	
	
	
	0.88
(0.70-1.11)
	0.276
	
	-
	
	1.06
(0.82-1.37)
	0.667
	
	-

	Cytogenetic risk classification
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Good risk
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	

	  Intermediate risk
	0.87
(0.75-1.01)
	0.060
	
	0.85
(0.71-1.01)
	0.066
	
	0.96
(0.81-1.13)
	0.602
	
	-
	
	1.12
(0.91-1.36)
	0.277
	
	1.07
(0.88-1.32)
	0.493
	
	1.05
(0.82-1.35)
	0.699
	
	1.00
(0.77-1.29)
	0.994

	  Poor risk
	0.88
(0.77-1,00)
	0.050
	
	0.93
(0.81-1.08)
	0.372
	
	0.91
(0.78-1.06)
	0.227
	
	-
	
	1.20
(1.00-1.44)
	0.053
	
	1.18
(0.98-1.42)
	0.090
	
	1.24
(0.98-1.56)
	0.069
	
	1.27
(0.99-1.64)
	0.062

	Ringed sideroblasts
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Absence
	1.00
	
	
	Not selected
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  Presence
	0.86
(0.73-1.01)
	0.068
	
	
	
	0.96
(0.79-1.17)
	0.675
	
	-
	
	1.16
(0.91-1.48)
	0.220
	
	-
	
	1.06
(0.78-1.44)
	0.716
	
	-

	Donor source
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  HLA-matched related BM/PBSC
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-

	  HLA 1locus mismatched related BM/PBSC
	0.75
(0.46-1.20)
	0.231
	
	0.59
(0.29-1.19)
	0.141
	
	0.47
(0.29-0.78)
	0.003
	
	0.39
(0.19-0.76)
	0.006
	
	0.63
(0.28-1.44)
	0.274
	
	0.69
(0.30-1.59)
	0.380
	
	1.30
(0.71-2.39)
	0.397
	
	-

	Unrelated BM/PBSC
	0.69
(0.59-0.80)
	<0.001
	
	0.67
(0.57-0.80)
	<0.001
	
	0.64
(0.54-0.76)
	<0.001
	
	0.66
(0.54-0.80)
	<0.001
	
	1.39
(1.15-1.69)
	0.001
	
	1.36
(1.11-1.68)
	0.003
	
	0.99
(0.80-1.24)
	0.963
	
	-

	Unrelated CB
	0.34
(0.28-0.40)
	<0.001
	
	0.32
(0.26-0.40)
	<0.001
	
	0.34
(0.29-0.41)
	<0.001
	
	0.35
(0.28-0.43)
	<0.001
	
	1.46
(1.15-1.85)
	0.002
	
	1.39
(1.07-1.79)
	0.012
	
	0.81
(0.60-1.10)
	0.175
	
	-

	Haploidentical related BM/PBSC
	0.74
(0.51-1.08)
	0.117
	
	0.79
(0.65-0.85)
	<0.001
	
	0.54
(0.38-0.77)
	0.001
	
	0.57
(0.38-0.86)
	0.007
	
	1.19
(0.77-1.84)
	0.432
	
	1.12
(0.69-1.82)
	0.658
	
	0.76
(0.42-1.35)
	0.344
	
	-

	Sex combination
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Others
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	

	Female donor to male recipient
	0.86
(0.75-0.97)
	0.019
	
	0.85
(0.73-0.99)
	0.039
	
	0.92
(0.80-1.06)
	0.253
	
	-
	
	1.05
(0.88-1.26)
	0.556
	
	-
	
	1.43
(1.16-1.76)
	0.001
	
	1.41
(1.13-1.76)
	0.002

	Blood type compatibility
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Matched
	1.00
	
	
	Not selected
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-

	  Minor mismatch
	0.85
(0.73-0.98)
	0.026
	
	
	
	0.77
(0.65-0.92)
	0.004
	
	0.84
(0.68-1.02)
	0.083
	
	1.16
(0.95-1.43)
	0.147
	
	1.18
(0.95-1.45)
	0.133
	
	1.05
(0.82-1.36)
	0.693
	
	-

	  Major/major-minor mismatch
	0.85
(0.75-0.96)
	0.010
	
	
	
	0.79
(0.69-0.92)
	0.002
	
	0.88
(0.74-1.04)
	0.127
	
	1.16
(0.98-1.39)
	0.090
	
	1.11
(0.92-1.33)
	0.266
	
	1.02
(0.82-1.27)
	0.882
	
	-

	Conditioning intensity
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  MAC
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	

	  RIC
	0.92
(0.81-1.04)
	0.165
	
	-
	
	0.90
(0.78-1.04)
	0.148
	
	-
	
	0.84
(0.71-0.99)
	0.038
	
	0.81
(0.68-0.97)
	0.019
	
	0.74
(0.60-0.92)
	0.007
	
	0.79
(0.63-0.99)
	0.045

	  NMAC
	0.94
(0.79-1.12)
	0.504
	
	-
	
	1.03
(0.85-1.25)
	0.739
	
	-
	
	0.75
(0.58-0.96)
	0.021
	
	0.86
(0.66-1.11)
	0.658
	
	0.74
(0.55-1.01)
	0.057
	
	0.80
(0.58-1.11)
	0.182

	Use of ATG as the conditioning regimen
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  No
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	

	Yes
	1.28
(1.03-1.58)
	0.023
	
	1.28
(1.01-1.62)
	0.039
	
	1.00
(0.80-1.24)
	0.966
	
	-
	
	0.90
(0.71-1.16)
	0.431
	
	-
	
	0.61
(0.41-0.90)
	0.013
	
	0.68
(0.46-1.01)
	0.054

	GVHD prophylaxis
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  CsA-based
	1.00
	
	
	-
	
	1.00
	
	
	Not selected
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	Tac-based
	0.95
(0.84-1.07)
	0.419
	
	-
	
	0.83
(0.73-0.96)
	0.009
	
	
	
	0.97
(0.82-1.14)
	0.703
	
	-
	
	0.97
(0.79-1.18)
	0.751
	
	-

	Interval from diagnosis to allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  <180 days
	1.00
	
	
	Not selected
	
	1.00
	
	
	Not selected
	
	1.00
	
	
	Not selected
	
	1.00
	
	
	-

	180-365 days
	0.94
(0.79-1.12)
	0.480
	
	
	
	0.90
(0.75-1.09)
	0.293
	
	
	
	1.24
(0.98-1.58)
	0.079
	
	
	
	1.00
(0.74-1.35)
	0.992
	
	-

	 >365 days
	0.86
(0.74-1.00)
	0.044
	
	
	
	0.82
(0.69-0.97)
	0.023
	
	
	
	1.26
(1.01-1.56)
	0.036
	
	
	
	1.07
(0.83-1.39)
	0.588
	
	-

	No. of RBC transfusions
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  0-19
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  ≥20
	0.74
(0.65-0.84)
	<0.001
	
	0.74
(0.65-0.85)
	<0.001
	
	0.63
(0.55-0.73)
	<0.001
	
	0.65
(0.56-0.76)
	<0.001
	
	1.14
(0.96-1.35)
	0.125
	
	-
	
	1.02
(0.82-1.26)
	0.885
	
	-

	Treatment before allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  No chemotherapy
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	

	  Azacitidine alone
	1.00
(0.86-1.15)
	0.968
	
	-
	
	1.05
(0.88-1.25)
	0.611
	
	1.09
(0.87-1.35)
	0.455
	
	1.04
(0.84-1.29)
	0.691
	
	-
	
	0.77
(0.56-1.05)
	0.099
	
	0.71
(0.50-1.00)
	0.047

	Chemotherapy
	0.89
(0.74-1.08)
	0.252
	
	-
	
	0.84
(0.68-1.03)
	0.097
	
	0.88
(0.69-1.12)
	0.282
	
	1.03
(0.81-1.31)
	0.799
	
	-
	
	0.67
(0.46-0.96)
	0.031
	
	0.67
(0.45-0.99)
	0.045

	Years of allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  2001-2010
	1.00
	
	
	-
	
	1.00
	
	
	Not selected
	
	1.00
	
	
	-
	
	1.00
	
	
	Not selected

	  2011-2020
	0.96
(0.85-1.08)
	0.477
	
	-
	
	0.88
(0.77-1.01)
	0.061
	
	
	
	1.04
(0.89-1.23)
	0.614
	
	-
	
	0.81
(0.67-0.99)
	0.037
	
	




Table S3. Types of conditioning regimens
	No. of patients
	MAC
	RIC
	NMAC

	Total
	651 
	397 
	181 

	MAC conditioning regimen
	
	
	
	
	
	

	     Bu/Cy
	111 
	(17.1%)
	-
	-

	     Flu/Bu4
	169 
	(26.0%)
	-
	-

	     TBI 12 Gy/Cy
	178 
	(27.3%)
	-
	-

	     TBI 12 Gy/Cy/AraC
	40 
	(6.1%)
	-
	-

	     Others
	153 
	(23.5%)
	-
	-

	RIC conditioning regimen
	
	
	
	
	
	

	     Flu/Bu2
	-
	134 
	(33.8%)
	-

	     Flu/Mel80
	-
	70 
	(17.6%)
	-

	     Flu/Mel140
	-
	118 
	(29.7%)
	-

	     Others
	-
	75 
	(18.9%)
	-

	NMAC regimen
	
	
	
	
	
	

	     Flu/Cy
	-
	-
	48 
	(26.5%)

	     Flu/TBI 2-4 Gy
	-
	-
	29 
	(16.0%)

	     High-dose Cy
	-
	-
	57 
	(31.5%)

	     Others
	-
	-
	95 
	(52.5%)


Abbreviations: busulfan, Bu; cyclophosphamide, Cy; total body irradiation, TBI; cytarabine, AraC; fludarabine, Flu; melphalan, Mel.



Table S4. Univariate and multivariate analyses of factors associated with outcomes in the MAC group
	
	Overall mortality
	
	Failure for CRFS
	
	Failure for GRFS
	
	Incidence of Relapse 
	
	Non-relapse mortality

	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis

	Variable
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P

	Age at allo-HSCT
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	
	

	  <40 years
	1.00
	
	
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	
	
	1.00
	
	
	1.00
	

	  40-59 years
	2.06
(1.47-2.88)
	<0.001
	
	
	
	1.30
(1.01-1.68)
	0.041
	
	1.13
(0.82-1.57)
	0.450
	
	1.31
(1.04-1.65)
	0.022
	
	1.24
(0.94-1.62)
	0.124
	
	1.22
(0.68-2.18)
	0.499
	
	
	
	1.91
(1.34-2.74)
	<0.001
	
	1.41
(0.93-2.13)
	0.106

	≥60 years
	3.35
(2.21-5.06)
	<0.001
	
	
	
	2.00
(1.44-2.79)
	<0.001
	
	1.61
(0.99-2.63)
	0.056
	
	2.01
(1.48-2.73)
	<0.001
	
	2.02
(1.39-2.93)
	<0.001
	
	2.57
(1.35-4.88)
	0.004
	
	
	
	2.58
(1.64-4.07)
	0.001
	
	1.54
(0.84-2.81)
	0.161

	Patient sex
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Female
	1.00
	
	
	1.00
	
	
	1.00
	
	
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	

	Male
	1.63
(1.20-2.21)
	0.002
	
	1.46
(1.00-2.14)
	0.049
	
	1.25
(0.99-1.58)
	0.065
	
	
	
	1.06
(0.86-1.31)
	0.605
	
	-
	
	1.14
(0.68-1.89)
	0.618
	
	-
	
	1.70
(1.21-2.40)
	0.002
	
	1.53
(1.05-2.21)
	0.025

	PS at allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  0-1
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	

	2-4
	1.87
(1.10-3.17)
	0.021
	
	2.36
(1.28-4.34)
	0.006
	
	1.60
(1.00-2.55)
	0.049
	
	1.91
(1.11-3.28)
	0.019
	
	1.59
(1.02-2.48)
	0.039
	
	1.57
(0.95-2.62)
	0.080
	
	2.07
(0.90-4.77)
	0.087
	
	2.12
(0.92-4.91)
	0.078
	
	1.84
(0.98-3.48)
	0.058
	
	1.92
(0.98-3.76)
	0.058

	History of infection before HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  No
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	

	  Yes
	2.06
(1.21-3.49)
	0.008
	
	2.21
(1.18-4.16)
	0.013
	
	1.53
(0.97-2.14)
	0.066
	
	1.68
(1.01-2.80)
	0.045
	
	1.20
(0.77-1.86)
	0.422
	
	-
	
	0.94
(0.30-2.94)
	0.912
	
	-
	
	2.57
(1.58-4.19)
	<0.001
	
	3.02
(1.88-4.86)
	<0.001

	HCT-CI
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	Not selected

	  0
	1.00
	
	
	Not selected
	
	1.00
	
	
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	

	  1-2
	1.57
(1.08-2.27)
	0.019
	
	
	
	1.29
(0.95-1.76)
	0.099
	
	
	
	1.73
(1.32-2.28)
	<0.001
	
	1.72
(1.26-2.35)
	0.001
	
	1.36
(0.71-2.61)
	0.360
	
	-
	
	1.78
(1.19-2.64)
	0.005
	
	

	  ≥3
	2.05
(1.40-3.00)
	<0.001
	
	
	
	1.47
(1.05-2.05)
	0.025
	
	
	
	1.24
(0.90-1.70)
	0.185
	
	1.08
(0.77-1.51)
	0.675
	
	1.59
(0.82-3.09)
	0.168
	
	-
	
	1.94
(1.26-2.97)
	0.002
	
	

	  Missing/Uncertain
	0.87
(0.56-1.35)
	0.546
	
	
	
	1.00
(0.71-1.42)
	0.994
	
	
	
	1.07
(0.78-1.47)
	0.670
	
	1.09
(0.72-1.65)
	0.672
	
	1.01
(0.48-2.15)
	0.975
	
	-
	
	0.91
(0.57-1.47)
	0.708
	
	

	Cytogenetic risk classification
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Good risk
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-

	  Intermediate risk
	0.91
(0.63-1,32)
	0.629
	
	0.71
(0.46-1.08)
	0.113
	
	1.03
(0.77-1.38)
	0.851
	
	0.91
(0.65-1.16)
	0.232
	
	1.01
(0.77-1.31)
	0.954
	
	1.02
(0.76-1.37)
	0.901
	
	1.64
(0.88-3.05)
	0.118
	
	1.56
(0.85-2.87)
	0.154
	
	0.72
(0.48-1.09)
	0.121
	
	-

	  Poor risk
	1.52
(1.10-2.10)
	0.011
	
	1.04
(0.71-1.51)
	0.847
	
	1.40
(1.07-1.83)
	0.014
	
	0.71
(0.49-1.01)
	0.060
	
	1.24
(0.96-1.58)
	0.094
	
	1.22
(0.93-1.59)
	0.149
	
	1.91
(1.06-3.44)
	0.031
	
	1.66
(0.92-3.00)
	0.092
	
	1.15
(0.81-1.64)
	0.425
	
	-

	Ringed sideroblasts
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	
	

	  Absence
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  Presence
	1.19
(0.76-1.87)
	0.449
	
	-
	
	1.24
(0.86-1.77)
	0.245
	
	-
	
	1.34
(0.97-1.85)
	0.076
	
	
	
	0.75
(0.30-185)
	0.532
	
	-
	
	1.30
(0.80-2.11)
	0.297
	
	-

	Donor source
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	Not selected

	  HLA-matched related BM/PBSC
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	
	
	1.00
	
	
	-
	
	1.00
	
	
	

	  HLA 1locus mismatched related BM/PBSC
	1.45
(0.57-3.68)
	0.433
	
	1.44
(0.32-6.34)
	0.634
	
	1.48
(0.71-3.07)
	0.293
	
	1.32
(0.39-4.44)
	0.659
	
	1.12
(0.54-2.31)
	0.757
	
	
	
	Not calculated
	
	-
	
	1.81
(0.65-4.99)
	0.254
	
	

	Unrelated BM/PBSC
	1.55
(1.09-2.21)
	0.016
	
	1.38
(0.92-2.07)
	0.122
	
	1.26
(0.96-1.64)
	0.097
	
	1.25
(0.91-1.72)
	0.168
	
	1.28
(1.00-1.64)
	0.050
	
	
	
	1.08
(0.59-1.98)
	0.799
	
	-
	
	1.55
(1.05-2.28)
	0.027
	
	

	Unrelated CB
	1.73
(1.11-2.71)
	0.017
	
	2.09
(1.21-3.62)
	0.009
	
	1.16
(0.80-1.68)
	0.437
	
	1.34
(0.83-2.15)
	0.228
	
	1.26
(0.90-1.76)
	0.178
	
	
	
	1.79
(0.88-3.65)
	0.108
	
	-
	
	1.54
(0.92-2.56)
	0.098
	
	

	Haploidentical related BM/PBSC
	2.95
(1.32-6.58)
	0.008
	
	2.78
(1.06-7.29)
	0.038
	
	2.07
(1.04-4.13)
	0.039
	
	2.62
(1.13-6.05)
	0.024
	
	1.81
(0.94-3.49)
	0.074
	
	
	
	2.45
(0.75-8.03)
	0.138
	
	-
	
	2.18
(0.81-5.86)
	0.123
	
	

	Sex combination
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	Not selected

	  Others
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	

	Female donor to male recipient
	1.45
(1.06-1.97)
	0.019
	
	1.26
(0.86-1.85)
	0.237
	
	1.30
(1.01-1.68)
	0.045
	
	1.20
(0.89-1.62)
	0.228
	
	1.17
(0.92-1.49)
	0.201
	
	-
	
	1.42
(0.83-2.42)
	0.196
	
	-
	
	1.43
(1.03-1.99)
	0.033
	
	

	Blood type compatibility
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Matched
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-

	  Minor mismatch
	1.09
(0.75-1.59)
	0.640
	
	-
	
	1.26
(0.94-1.68)
	0.123
	
	-
	
	1.35
(1.04-1.76)
	0.024
	
	1.28
(0.96-1.72)
	0.096
	
	1.76
(1.00-3.08)
	0.050
	
	1.77
(0.99-3.17)
	0.055
	
	0.92
(0.59-1.42)
	0.694
	
	-

	  Major/major-minor mismatch
	1.09
(0.79-1.49)
	0.607
	
	-
	
	0.92
(0.71-1.20)
	0.558
	
	-
	
	0.88
(0.69-1.11)
	0.279
	
	0.87
(0.66-1.14)
	0.311
	
	0.85
(0.46-1.58)
	0.614
	
	0.83
(0.45-1.51)
	0.534
	
	1.12
(0.80-1.57)
	0.509
	
	-

	Conditioning regimen
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	
	

	  Bu/Cy
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	
	
	1.00
	
	
	1.00
	

	  Flu/Bu4
	1.52
(1.07-2.17)
	0.020
	
	1.33
(0.87-2.02)
	0.191
	
	1.13
(0.84-1.51)
	0.410
	
	0.90
(0.62-1.32)
	0.597
	
	1.18
(0.90-1.55)
	0.242
	
	-
	
	1.94
(1.02-3.68)
	0.044
	
	
	
	1.34
(0.91-1.97)
	0.134
	
	1.25
(0.78-2.00)
	0.361

	  TBI 12 Gy/Cy
	0.57
(0.38-0.84)
	0.005
	
	0.55
(0.35-0.85)
	0.008
	
	0.68
(0.50-0.92)
	0.013
	
	0.69
(0.48-0.99)
	0.044
	
	0.80
(0.61-1.06)
	0.126
	
	-
	
	0.71
(0.3301.51)
	0.370
	
	
	
	0.64
(0.42-0.97)
	0.034
	
	0.81
(0.51-1.29)
	0.376

	  TBI 12 Gy/Cy/AraC
	0.59
(0.32-1.09)
	0.094
	
	0.34
(0.15-0.78)
	0.010
	
	0.49
(0.29-0.81)
	0.006
	
	0.38
(0.19-0.76)
	0.006
	
	1.07
(0.71-1.63)
	0.740
	
	-
	
	0.87
(0.29-2.64)
	0.807
	
	
	
	0.56
(0.28-1.10)
	0.094
	
	0.53
(0.25-1.14)
	0.103

	Use of ATG as the conditioning regimen
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  No
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	Yes
	1.42
(0.86-2.34)
	0.168
	
	-
	
	0.84
(0.53-1.32)
	0.440
	
	-
	
	0.79
(0.52-1.20)
	0.267
	
	-
	
	1.15
(0.48-2.77)
	0.756
	
	-
	
	1.39
(0.81-2.39)
	0.230
	
	-

	GVHD prophylaxis
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  CsA-based
	1.00
	
	
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	

	Tac-based
	1.37
(1.02-1.84)
	0.038
	
	
	
	1.09
(0.86-1.38)
	0.474
	
	-
	
	1.07
(0.86-1.32)
	0.547
	
	-
	
	1.58
(0.91-2.72)
	0.103
	
	-
	
	1.26
(0.91-1.73)
	0.165
	
	

	Interval from diagnosis to allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	Not selected

	  <180 days
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	
	
	1.00
	
	
	

	180-365 days
	0.70
(0.48-1.03)
	0.074
	
	0.56
(0.36-0.88)
	0.012
	
	0.85
(0.61-1.17)
	0.311
	
	0.79
(0.54-1.16)
	0.232
	
	0.84
(0.62-1.14)
	0.262
	
	-
	
	1.03
(0.55-1.92)
	0.933
	
	
	
	0.68
(0.44-1.05)
	0.080
	
	

	>365 days
	0.57
(0.41-0.80)
	0.001
	
	0.50
(0.33-0.76)
	0.001
	
	0.70
(0.52-0.93)
	0.013
	
	0.71
(0.49-1.01)
	0.060
	
	0.82
(0.63-1.06)
	0.136
	
	-
	
	0.56
(0.30-1.03)
	0.062
	
	
	
	0.70
(0.48-1.01)
	0.055
	
	

	No. of RBC transfusions
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  0-19
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	

	  ≥20
	1.50
(1.11-2.02)
	0.008
	
	1.81
(1.31-2.49)
	<0.001
	
	1.32
(1.03-1.69)
	0.028
	
	1.43
(1.09-1.86)
	0.009
	
	1.30
(1.03-1.62)
	0.024
	
	1.27
(1.00-1.61)
	0.052
	
	1.26
(0.74-2.16)
	0.394
	
	-
	
	1.51
(1.09-2.09)
	0.014
	
	1.68
(1.21-2.33)
	0.002

	Treatment before allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  No chemotherapy
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-

	  Azacitidine alone
	2.13
(1.44-3.13)
	<0.001
	
	1.50
(0.94-2.38)
	0.088
	
	1,41
(1.02-1.95)
	0.038
	
	0.89
(0.60-1.33)
	0.566
	
	1.25
(0.92-1.69)
	0.147
	
	0.87
(0.61-1.24)
	0.439
	
	2.50
(1.34-4.65)
	0.004
	
	2.41
(1.26-4.62)
	0.008
	
	1.31
(0.84-2.05)
	0.236
	
	-

	Chemotherapy
	2.13
(1.42-3.19)
	<0.001
	
	2.05
(1.31-3.22)
	0.002
	
	1.64
(1.17-2.33)
	0.005
	
	1.51
(1.02-2.22)
	0.037
	
	1.70
(1.24-2.34)
	0.001
	
	1.40
(0.99-2.00)
	0.060
	
	3.96
(2.23-7.03)
	<0.001
	
	3.63
(2.00-6.58)
	<0.001
	
	1.44
(0.87-2.38)
	0.151
	
	-

	Years of allo-HSCT
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	Not selected

	  2001-2010
	1.00
	
	
	1.00
	
	
	1.00
	
	
	
	
	1.00
	
	
	-
	
	1.00
	
	
	
	
	1.00
	
	
	

	  2011-2020
	1.46
(1.07-2.00)
	0.017
	
	0.79
(0.52-1.19)
	0.257
	
	1.24
(0.97-1.58)
	0.086
	
	
	
	1.05
(0.84-1.31)
	0.656
	
	-
	
	1.82
(1.04-3.20)
	0.036
	
	
	
	1.31
(0.95-1.81)
	0.098
	
	




Table S5. Univariate and multivariate analyses of factors associated with outcomes in the RIC group
	
	Overall mortality
	
	Failure for CRFS
	
	Failure for GRFS
	
	Incidence of Relapse 
	
	Non-relapse mortality

	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis

	Variable
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P

	Age at allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	
	

	  <40 years
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-

	  40-59 years
	2.02
(1.03-3.97)
	0.040
	
	1.71
(0.86-3.40)
	0.125
	
	1.66
(0.98-2.81)
	0.059
	
	1.70
(1.00-2.90)
	0.049
	
	1.55
(0.98-2.45)
	0.061
	
	
	
	7.54
(1.01-56.09)
	0.049
	
	6.08
(0.80-45.91)
	0.080
	
	1.47
(0.73-2.96)
	0.277
	
	-

	≥60 years
	2.79
(1.43-5.43)
	0.003
	
	2.14
(1.07-4.27)
	0.031
	
	2.14
(1.27-3.61)
	0.004
	
	2.19
(1.30-3.70)
	0.003
	
	1.68
(1.07-2.65)
	0.025
	
	
	
	9.19
(1.24-68.00)
	0.030
	
	5.31
(0.66-42.64)
	0.116
	
	1.98
(0.99-3.97)
	0.055
	
	-

	Patient sex
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Female
	1.00
	
	
	1.00
	
	
	1.00
	
	
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	

	Male
	1.82
(1.22-2.71)
	0.003
	
	1.46
(0.93-2.29)
	0.101
	
	1.59
(1.14-2.22)
	0.006
	
	
	
	1.42
(1.05-1.91)
	0.023
	
	-
	
	1.27
(0.69-2.33)
	0.448
	
	-
	
	1.81
(1.15-2.84)
	0.011
	
	1.65
(1.01-2.69)
	0.046

	PS at allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  0-1
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	

	2-4
	1.83
(1.08-3.09)
	0.024
	
	1.67
(0.96-2.91)
	0.071
	
	1.54
(0.97-2.46)
	0.068
	
	1.51
(0.95-2.41)
	0.083
	
	1.63
(1.07-2.50)
	0.024
	
	1.62
(1.05-2.50)
	0.031
	
	0.96
(0.35-2.63)
	0.935
	
	-
	
	1.98
(1.11-3.55)
	0.021
	
	1.94
(1.04-3.58)
	0.034

	History of infection before HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  No
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	

	  Yes
	1.94
(1.09-3.44)
	0.025
	
	1.70
(0.94-3.08)
	0.082
	
	1.24
(0.72-2.15)
	0.433
	
	-
	
	1.41
(0.87-2.29)
	0.165
	
	-
	
	0.89
(0.29-2.77)
	0.844
	
	-
	
	2.00
(1.07-3.72)
	0.029
	
	1.70
(0.89-3.26)
	0.110

	HCT-CI
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  0
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  1-2
	0.94
(0.62-1.43)
	0.773
	
	-
	
	1.00
(0.70-1.42)
	0.999
	
	-
	
	0.90
(0.64-1.24)
	0.509
	
	-
	
	0.83
(0.42-1.64)
	0.598
	
	-
	
	0.91
(0.58-1.45)
	0.698
	
	-

	  ≥3
	0.85
(0.53-1.37)
	0.501
	
	-
	
	1.07
(0.72-1.59)
	0.728
	
	-
	
	0.90
(0.62-1.30)
	0.584
	
	-
	
	0.73
(0.32-1.64)
	0.444
	
	-
	
	0.81
(0.47-1.38)
	0.440
	
	-

	  Missing/Uncertain
	0.97
(0.42-2.25)
	0.946
	
	-
	
	0.94
(0.43-2.03)
	0.872
	
	-
	
	0.78
(0.36-1.69)
	0.534
	
	-
	
	0.99
(0.24-4.15)
	0.992
	
	-
	
	1.01
(0.38-2.71)
	0.978
	
	-

	Cytogenetic risk classification
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Good risk
	1.00
	
	
	1.00
	
	
	1.00
	
	
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-

	  Intermediate risk
	1.04
(0.64-1.67)
	0.887
	
	1.02
(0.62-1.66)
	0.938
	
	0.88
(0.59-1.31)
	0.539
	
	
	
	1.01
(0.70-1.46)
	0.958
	
	1.00
(0.69-1.46)
	0.990
	
	1.12
(0.51-2.43)
	0.781
	
	1.03
(0.47-2.26)
	0.938
	
	0.90
(0.53-1.51)
	0.689
	
	-

	  Poor risk
	1.69
(1.15-2.49)
	0.008
	
	1.48
(0.99-2.23)
	0.058
	
	1.21
(0.86-1.71)
	0.278
	
	
	
	1.38
(1.00-1.89)
	0.049
	
	1.36
(0.69-1.88)
	0.062
	
	1.81
(0.97-3.35)
	0.061
	
	1.41
(0.74-2.67)
	0.296
	
	1.17
(0.75-1.82)
	0.494
	
	-

	Ringed sideroblasts
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Absence
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  Presence
	0.92
(0.55-1.53)
	0.752
	
	-
	
	0.84
(0.54-1.32)
	0.459
	
	-
	
	0.87
(0.58-1.31)
	0.509
	
	-
	
	1.62
(0.82-3.18)
	0.160
	
	-
	
	0.69
(0.37-1.26)
	0.227
	
	-

	Donor source
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  HLA-matched related BM/PBSC
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  HLA 1locus mismatched related BM/PBSC
	1.37
(0.48-3.96)
	0.558
	
	-
	
	1.80
(0.75-4.32)
	0.185
	
	-
	
	1.44
(0.61-3.43)
	0.404
	
	-
	
	1.80
(0.44-7.32)
	0.409
	
	-
	
	1.25
(0.32-4.85)
	0.746
	
	-

	Unrelated BM/PBSC
	1.11
(0.69-1.77)
	0.675
	
	-
	
	1.16
(0.77-1.74)
	0.471
	
	-
	
	1.34
(0.92-1.95)
	0.133
	
	-
	
	0.83
(0.38-1.81)
	0.646
	
	-
	
	1.09
(0.66-1.80)
	0.731
	
	-

	Unrelated CB
	1.06
(0.63-1.80)
	0.824
	
	-
	
	1.02
(0.65-1.61)
	0.924
	
	-
	
	1.23
(0.80-1.87)
	0.342
	
	-
	
	1.25
(0.57-2.78)
	0.578
	
	-
	
	0.83
(0.45-1.53)
	0.547
	
	-

	Haploidentical related BM/PBSC
	1.00
(0.43-2.33)
	0.993
	
	-
	
	0.83
(0.39-1.73)
	0.612
	
	-
	
	0.78
(0.40-1.54)
	0.477
	
	-
	
	0.60
(0.13-2.72)
	0.509
	
	-
	
	1.01
(0.41-2.50)
	0.979
	
	-

	Sex combination
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Others
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	

	Female donor to male recipient
	1.46
(1.01-2.11)
	0.042
	
	1.19
(0.79-1.80)
	0.410
	
	1.39
(1.01-1.92)
	0.042
	
	1.41
(1.02-1.94)
	0.036
	
	1.32
(0.98-1.77)
	0.064
	
	1.26
(0.93-1.72)
	0.128
	
	1.05
(0.56-1.97)
	0.885
	
	-
	
	1.57
(1.05-2.35)
	0.029
	
	1.21
(0.77-1.90)
	0.407

	Blood type compatibility
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Matched
	1.00
	
	
	-
	
	1.00
	
	
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  Minor mismatch
	0.99
(0.64-1.55)
	0.977
	
	-
	
	0.75
(0.50-1.12)
	0.155
	
	
	
	0.72
(0.50-1.05)
	0.085
	
	-
	
	0.91
(0.45-1.86)
	0.801
	
	-
	
	0.94
(0.58-1.54)
	0.816
	
	-

	  Major/major-minor mismatch
	0.86
(0.57-1.28)
	0.445
	
	-
	
	0.74
(0.53-1.05)
	0.089
	
	
	
	0.81
(0.60-1.11)
	0.190
	
	-
	
	0.71
(0.36-1.38)
	0.312
	
	-
	
	0.84
(0.53-1.32)
	0.452
	
	-

	Conditioning intensity
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Flu/Bu2
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  Flu/Mel80
	1.05
(0.65-1.68)
	0.852
	
	-
	
	0.78
(0.51-1.18)
	0.235
	
	-
	
	0.96
(0.66-1.39)
	0.826
	
	-
	
	0.83
(0.40-1.73)
	0.625
	
	-
	
	1.03
(0.60-1.77)
	0.910
	
	-

	  Flu/Mel140
	1.29
(0.88-1.90)
	0.188
	
	-
	
	0.96
(0.69-1.32)
	0.786
	
	-
	
	1.18
(0.87-1.59)
	0.287
	
	-
	
	0.71
(0.38-1.33)
	0.281
	
	-
	
	1.36
(0.89-2.08)
	0.156
	
	-

	Use of ATG as the conditioning regimen
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  No
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	Yes
	0.78
(0.45-1.35)
	0.369
	
	-
	
	0.73
(0.45-1.18)
	0.199
	
	-
	
	0.87
(0.58-1.31)
	0.499
	
	-
	
	0.73
(0.29-1.82)
	0.496
	
	-
	
	0.88
(0.48-1.61)
	0.680
	
	-

	GVHD prophylaxis
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  CsA-based
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	Tac-based
	1.16
(0.72-1.87)
	0.535
	
	-
	
	1.39
(0.90-2.14)
	0.136
	
	-
	
	1.42
(0.96-2.11)
	0.079
	
	1.51
(0.99-2.30)
	0.057
	
	1.17
(0.53-2.57)
	0.694
	
	-
	
	1.04
(0.61-1.75)
	0.893
	
	-

	Interval from diagnosis to allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  <180 days
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	180-365 days
	1.19
(0.70-2.02)
	0.516
	
	-
	
	0.94
(0.58-1.50)
	0.785
	
	-
	
	1.01
(0.65-1.56)
	0.972
	
	-
	
	1.33
(0.61-2.88)
	0.470
	
	-
	
	1.02
(0.55-1.91)
	0.946
	
	-

	>365 days
	0.89
(0.55-1.43)
	0.618
	
	-
	
	0.97
(0.64-1.46)
	0.867
	
	-
	
	1.09
(0.74-1.60)
	0.655
	
	-
	
	0.61
(0.29-1.31)
	0.208
	
	-
	
	1.13
(0.67-1.93)
	0.646
	
	-

	No. of RBC transfusions
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  0-19
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  ≥20
	1.05
(0.73-1.50)
	0.811
	
	-
	
	1.27
(0.93-1.73)
	0.133
	
	-
	
	1.15
(0.86-1.53)
	0.356
	
	-
	
	0.70
(0.37-1.30)
	0.259
	
	-
	
	1.30
(0.87-1.93)
	0.195
	
	-

	Treatment before allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  No chemotherapy
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-

	  Azacitidine alone
	1.35
(0.86-2.11)
	0.196
	
	-
	
	1.13
(0.77-1.65)
	0.535
	
	-
	
	0.96
(0.68-1.37)
	0.836
	
	-
	
	2.37
(1.24-4.53)
	0.009
	
	1.99
(0.99-3.98)
	0.053
	
	1.01
(0.60-1.68)
	0.982
	
	-

	Chemotherapy
	1.26
(0.76-2.09)
	0.379
	
	-
	
	0.83
(0.51-1.35)
	0.458
	
	-
	
	0.79
(0.51-1.23)
	0.299
	
	-
	
	2.76
(1.38-5.50)
	0.004
	
	2.18
(1.04-4.58)
	0.039
	
	0.63
(0.31-1.28)
	0.201
	
	-

	Years of allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  2001-2010
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  2011-2020
	1.00
(0.68-1.47)
	0.982
	
	-
	
	1.00
(0.71-1.40)
	0.991
	
	-
	
	0.97
(0.71-1.33)
	0.842
	
	-
	
	1.50
(0.74-3.06)
	0.261
	
	-
	
	0.84
(0.55-1.27)
	0.403
	
	-




Table S6. Univariate and multivariate analyses of factors associated with outcomes in the NMAC group
	
	Overall mortality
	
	Failure for CRFS
	
	Failure for GRFS
	
	Incidence of Relapse 
	
	Non-relapse mortality

	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis
	
	Univariate analysis
	
	Multivariate analysis

	Variable
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P
	
	HR 
(95% CI)
	P

	Age at allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	Not selected
	
	
	
	
	
	

	  <40 years
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	
	
	1.00
	
	
	
	
	1.00
	
	
	1.00
	

	  40-59 years
	4.93
(2.22-10.95)
	<0.001
	
	4.45
(1.94-10.18)
	<0.001
	
	2.26
(1.33-3.86)
	0.003
	
	1.88
(1.06-3.35)
	0.031
	
	1.71
(1.07-2.75)
	0.025
	
	
	
	3.13
(0.99-9.87)
	0.052
	
	
	
	3.34
(1.45-7.70)
	0.005
	
	2.99
(1.23-7.25)
	0.015

	≥60 years
	9.36
(4.02-21.77)
	<0.001
	
	5.39
(2.07-14.06)
	0.001
	
	3.90
(2.14-7.10)
	<0.001
	
	2.51
(1.23-5.14)
	0.012
	
	3.22
(1.87-5.55)
	<0.001
	
	
	
	7.00
(2.25-21.85)
	0.001
	
	
	
	6.92
(2.95-16.19)
	<0.001
	
	4.85
(1.81-13.01)
	0.002

	Patient sex
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	
	

	  Female
	1.00
	
	
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	
	
	1.00
	
	
	-

	Male
	2.03
(1.14-3.64)
	0.017
	
	
	
	1.22
(0.78-1.91)
	0.388
	
	-
	
	1.14
(0.76-1.72)
	0.526
	
	-
	
	2.22
(0.94-5.22)
	0.069
	
	
	
	1.52
(0.82-2.82)
	0.186
	
	-

	PS at allo-HSCT
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	Not selected
	
	
	
	
	Not selected
	
	
	
	
	Not selected

	  0-1
	1.00
	
	
	1.00
	
	
	1.00
	
	
	
	
	1.00
	
	
	
	
	1.00
	
	
	
	
	1.00
	
	
	

	2-4
	4.48
(2.10-9.58)
	<0.001
	
	3.62
(1.52-8.61)
	0.004
	
	2.02
(0.97-4.21)
	0.060
	
	
	
	2.09
(1.05-4.17)
	0.036
	
	
	
	4.08
(1.77-9.43)
	0.001
	
	
	
	2.23
(0.90-5.57)
	0.085
	
	

	History of infection before HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	Not selected
	
	
	
	
	
	

	  No
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	
	
	1.00
	
	
	
	
	1.00
	
	
	-

	  Yes
	3.91
(1.54-9.89)
	0.004
	
	4.52
(1.13-18.13)
	0.033
	
	6.25
(2.76-14.17)
	<0.001
	
	3.79
(1.14-12.53)
	0.029
	
	3.60
(1.65-7.87)
	0.001
	
	
	
	6.32
(2.76-14.46)
	<0.001
	
	
	
	2.89
(0.77-10.83)
	0.116
	
	-

	HCT-CI
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  0
	1.00
	
	
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-

	  1-2
	2.37
(0.92-6.12)
	0.075
	
	
	
	3.52
(1.61-7.66)
	0.002
	
	2.91
(1.08-7.84)
	0.035
	
	2.91
(1.37-6.18)
	0.005
	
	3.71
(1.56-8.84)
	0.003
	
	6.89
(2.28-20.83)
	0.001
	
	15.95
(3.69-68.94)
	<0.001
	
	1.91
(0.75-4.88)
	0.175
	
	-

	  ≥3
	1.86
(0.62-5.62)
	0.270
	
	
	
	2.29
(0.93-5.63)
	0.072
	
	0.91
(0.29-2.86)
	0.876
	
	2.38
(1.04-5.44)
	0.040
	
	1.25
(0.48-3.27)
	0.653
	
	3.84
(0.98-15.10)
	0.054
	
	2.65
(0.36-19.62)
	0.341
	
	1.25
(0.33-4.79)
	0.744
	
	-

	  Missing/Uncertain
	1.00
(0.52-1.89)
	0.992
	
	
	
	1.04
(0.62-1.74)
	0.895
	
	1.39
(0.74-2.61)
	0.312
	
	0.99
(0.62-1.56)
	0.959
	
	1.63
(0.93-2.83)
	0.086
	
	1.31
(0.46-3.73)
	0.617
	
	3.27
(0.67-4.98)
	0.039
	
	0.78
(0.39-1.55)
	0.473
	
	-

	Cytogenetic risk classification
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Good risk
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	

	  Intermediate risk
	2.50
(1.26-4.94)
	0.009
	
	3.59
(1.63-7.93)
	0.002
	
	1.84
(1.02-3.30)
	0.042
	
	1.95
(1.03-3.70)
	0.041
	
	2.17
(1.29-3.64)
	0.003
	
	2.10
(1.18-3.72)
	0.012
	
	1.86
(0.64-5.37)
	0.251
	
	1.56
(0.44-5.62)
	0.493
	
	2.27
(1.07-4.81)
	0.033
	
	2.47
(1.11-5.50)
	0.026

	  Poor risk
	2.38
(1.22-4.63)
	0.011
	
	2.07
(0.96-4.44)
	0.062
	
	2.33
(1.35-4.02)
	0.002
	
	1.89
(1.01-3.53)
	0.046
	
	1.65
(0.98-2.76)
	0.057
	
	1.48
(0.81-2.71)
	0.201
	
	2.49
(0.98-6.37)
	0.056
	
	1.37
(0.43-4.29)
	0.594
	
	1.83
(0.84-3.98)
	0.129
	
	1.61
(0.73-3.54)
	0.236

	Ringed sideroblasts
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	Not selected

	  Absence
	1.00
	
	
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	

	  Presence
	2.90
(1.44-5.83)
	0.003
	
	
	
	2.07
(1.12-3.84)
	0.021
	
	1.91
(0.86-4.25)
	0.112
	
	1.61
(0.88-2.95)
	0.125
	
	-
	
	1.95
(0.72-5.25)
	0.188
	
	-
	
	3.99
(2.29-6.95)
	<0.001
	
	

	Donor source
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  HLA-matched related BM/PBSC
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	

	  HLA 1locus mismatched related BM/PBSC
	1.24
(0.16-9.69)
	0.838
	
	1.03
(0.12-8.81)
	0.976
	
	2.72
(0.80-9.30)
	0.110
	
	2.84
(0.79-10.26)
	0.112
	
	1.55
(0.46-5.18)
	0.476
	
	0.97
(0.21-4.44)
	0.972
	
	1.99
(0.27-14.50)
	0.495
	
	1.64
(0.16-16.64)
	0.676
	
	Not calculated
	
	Not calculated

	Unrelated BM/PBSC
	2.01
(0.96-4.18)
	0.063
	
	3.36
(1.49-7.56)
	0.003
	
	1.53
(0.87-2.69)
	0.143
	
	1.60
(0.86-2.95)
	0.136
	
	1.56
(0.94-2.59)
	0.083
	
	1.43
(0.81-2.53)
	0.216
	
	0.73
(0.24-2.20)
	0.578
	
	0.44
(0.12-1.65)
	0.223
	
	3.17
(1.28-7.82)
	0.012
	
	4.30
(1.68-11.01)
	0.002

	Unrelated CB
	5.94
(2.61-13.52)
	<0.001
	
	4.08
(1.43-11.66)
	0.009
	
	4.88
(2.46-9.70)
	<0.001
	
	3.90
(1.49-10.21)
	0.006
	
	5.80
(3.06-11.01)
	<0.001
	
	6.89
(2.99-15.87)
	<0.001
	
	4.27
(1.65-11.06)
	0.003
	
	4.71
(1.36-16.29)
	0.014
	
	7.80
(2.86-21.29)
	<0.001
	
	3.77
(1.06-13.36)
	0.040

	Haploidentical related BM/PBSC
	1.71
(0.22-13.36)
	0.611
	
	1.13
(0.09-13.74)
	0.924
	
	10.12
(3.29-31.21)
	<0.001
	
	9.43
(2.45-36.34)
	0.001
	
	4.59
(1.56-13.49)
	0.006
	
	2.89
(0.77-10.90)
	0.117
	
	4.68
(1.12-19.48)
	0.034
	
	2.58
(0.18-37.83)
	0.489
	
	2.99
(0.30-29.95)
	0.352
	
	4.26
(0.55-32.91)
	0.165

	Sex combination
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Others
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	1.00
	

	Female donor to male recipient
	2.17
(1.21-3.88)
	0.009
	
	2.25
(1.17-4.34)
	0.016
	
	1.62
(0.99-2.63)
	0.054
	
	1.48
(0.85-2.57)
	0.171
	
	1.61
(1.03-2.53)
	0.036
	
	1.32
(0.76-2.29)
	0.323
	
	2.16
(0.99-4.75)
	0.054
	
	1.83
(0.67-4.98)
	0.237
	
	1.94
(1.02-3.67)
	0.043
	
	2.32
(1.09-4.94)
	0.029

	Blood type compatibility
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  Matched
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	1.00
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  Minor mismatch
	1.48
(0.71-3.07)
	0.292
	
	-
	
	1.49
(0.82-2.70)
	0.190
	
	-
	
	1.66
(0.96-2.87)
	0.069
	
	1.18
(0.63-2.21)
	0.601
	
	1.30
(0.47-3.60)
	0.612
	
	-
	
	1.48
(0.69-3.18)
	0.320
	
	-

	  Major/major-minor mismatch
	1.06
(0.55-2.04)
	0.854
	
	-
	
	1.00
(0.59-1.69)
	0.999
	
	-
	
	1.10
(0.69-1.77)
	0.679
	
	0.89
(0.51-1.54)
	0.669
	
	0.95
(0.38-2.38)
	0.904
	
	-
	
	0.83
(0.40-1.70)
	0.606
	
	-

	Conditioning intensity
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	Not selected

	  Flu/Cy
	1.00
	
	
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	

	  Flu/TBI 2-4 Gy
	1.28
(0.66-2.50)
	0.462
	
	
	
	1.02
(0.57-1.83)
	0.941
	
	-
	
	0.91
(0.52-1.58)
	0.736
	
	-
	
	0.61
(0.23-1.65)
	0.330
	
	-
	
	1.32
(0.67-2.61)
	0.428
	
	

	  High dose Cy
	0.56
(0.28-1.09)
	0.087
	
	
	
	0.73
(0.43-1.22)
	0.231
	
	-
	
	0.80
(0.51-1.28)
	0.356
	
	-
	
	0.36
(0.14-0.90)
	0.030
	
	-
	
	0.50
(0.23-1.09)
	0.083
	
	

	Use of ATG as the conditioning regimen
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  No
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	Yes
	0.68
(0.29-1.60)
	
	
	-
	
	0.79
(0.42-1.50)
	0.476
	
	-
	
	0.78
(0.44-1.38)
	0.398
	
	
	
	0.94
(0.33-2.66)
	0.906
	
	-
	
	0.91
(0.38-2.19)
	0.836
	
	-

	GVHD prophylaxis
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  CsA-based
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	Tac-based
	1.30
(0.75-2.25)
	0.354
	
	-
	
	1.29
(0.82-2.02)
	0.269
	
	-
	
	1.12
(0.74-1.69)
	0.587
	
	-
	
	1.35
(0.63-2.90)
	0.442
	
	-
	
	1.30
(0.71-2.39)
	0.390
	
	-

	Interval from diagnosis to allo-HSCT
	
	
	
	
	
	
	
	
	
	Not selected
	
	
	
	
	Not selected
	
	
	
	
	
	
	
	
	
	
	
	

	  <180 days
	1.00
	
	
	-
	
	1.00
	
	
	
	
	1.00
	
	
	
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	180-365 days
	1.69
(0.72-3.98)
	0.231
	
	-
	
	1.92
(0.92-4.00)
	0.081
	
	
	
	1.93
(1.00-3.74)
	0.050
	
	
	
	1.10
(0.39-3.05)
	0.860
	
	-
	
	1.73
(0.64-4.70)
	0.282
	
	-

	>365 days
	1.19
(0.58-2.45)
	0.626
	
	-
	
	1.61
(0.87-2.98)
	0.127
	
	
	
	1.48
(0.85-2.58)
	0.168
	
	
	
	0.60
(0.24-1.48)
	0.264
	
	-
	
	1.60
(0.71-3.64)
	0.260
	
	-

	No. of RBC transfusions
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  0-19
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  ≥20
	1.44
(0.75-2.74)
	0.270
	
	-
	
	1.48
(0.88-2.47)
	0.136
	
	-
	
	1.29
(0.81-2.05)
	0.278
	
	-
	
	1.33
(0.59-2.98)
	0.496
	
	-
	
	1.72
(0.84-3.51)
	0.135
	
	-

	Treatment before allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  No chemotherapy
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  Azacitidine alone
	1.09
(0.26-4.52)
	0.908
	
	-
	
	1.69
(0.61-4.70)
	0.311
	
	-
	
	2.02
(0.87-4.69)
	0.103
	
	-
	
	Not calculated
	
	-
	
	1.29
(0.35-4.70)
	
	
	-

	Chemotherapy
	1.15
(0.45-2.91)
	0.775
	
	-
	
	1.11
(0.51-2.43)
	0.790
	
	-
	
	1.08
(0.52-2.23)
	0.835
	
	-
	
	2.20
(0.84-5.76)
	0.107
	
	-
	
	0.71
(0.22-2.33)
	0.577
	
	-

	Years of allo-HSCT
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	  2001-2010
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-
	
	1.00
	
	
	-

	  2011-2020
	1.38
(0.74-2.56)
	0.306
	
	-
	
	1.07
(0.64-1.77)
	0.802
	
	-
	
	1.31
(0.84-2.04)
	0.242
	
	-
	
	1.31
(0.58-2.94)
	0.515
	
	-
	
	1.73
(0.90-3.33)
	0.103
	
	-



