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Figure S1. Constitutive of IamiR-4-3p vector for generating transgenic Arabidopsis.

Figure S2. The PCR products electrophoresis of pre-IamiR-04m-3p and GFP gene in Arabidopsis. Note: the two bands near 750 bp stand for GFP and the band near 250bp stand for pre-IamiR-04m-3p.

Figure S3. Alignment of GST3 sequences between water spinach and Arabidopsis. Note: the * indicate the same base sequence between two plants.

Table S1. Primers for IamiR-4-3p precursor and GFP amplification

Table S2. The primers for qRT-PCR 











[bookmark: _Hlk18306048]Table S1.  Primers for IamiR-4-3p precursor and GFP amplification
	Primer
	Sequence

	Forward  pre-IamiR-4-3p
	NcoⅠ CATGCCATGGCTCGTGTTCATGTTTGGT

	Reverse  pre-IamiR-4-3p
	SpeⅠ GGACTAGTTGAACAGATACTACATTG

	Forward  GFP 
	ATGGTAGATCTGACTAGTA

	Reverse  GFP
	CTAG CTTTGTATAGTTCAT






Table S2.  The primers for qRT-PCR 
	Primer
	Sequence

	IamiR-4-3p_F
	GATCACAGTGTATTATGGTGTCC

	IamiR-4-3p_R
	Universal primer

	U6_F
	GATCACAATGTATTATGGTGTCC

	U6_R
	Universal primer

	GST3_F
	AGCAAGAGTGCCCAAAGCTA

	GST3_R
	TGCACCCCATACTAGCTGGA

	actin_F
	CAGCACACTCCAACAGGTTT

	actin_R
	GACCGGACTCATCATACTCTGC
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Figure S1. Constitutive of IamiR-4-3p vector for generating transgenic Arabidopsis.
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Figure S2. The PCR products electrophoresis of pre-IamiR-04m-3p and GFP gene in Arabidopsis. Note: the two bands near 750 bp stand for GFP and the band near 250bp stand for pre-IamiR-04m-3p.




Figure S3.
[image: alignment]
Figure S3. Alignment of GST3 sequences between water spinach and Arabidopsis. Note: the * indicate the same base sequence between two plants.
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Alignment of at-GST3.seq(upper line) and 1a-GST3.seq(lower line)
Idencity=50.15%(328/654) Gap=5.22%(36/690)
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