Supplementary Table SII. Primer and shRNA sequences used in the present study.
	Primer/shRNA name
	Primer sequence
	Enzyme

	Primers for reverse transcription-quantitative PCR
	
	

	[bookmark: _Hlk111533868]  TCF3sense 
	5'‑AGGAGAAGGAGGACGAGGAG‑3'
	

	  TCF3antisense
	5'‑AAAGGCCTCGTTGATGTCAC‑3'
	

	  MMP11 sense 
	5’- CTAG ACTAGT CGAGCCTGCCAACACT-3’
	

	  MMP11 antisense 
	5’-CCCAAGCTTGGGATACAGCAAGGACAC-3’
	

	  GAPDH sense
	5’-GCACCGTCAAGGCTGAGAAC-3’
	

	  GAPDH antisense
	5’-TGGTGAAGACGCCAGTGGA-3’
	

	Primers for MMP11 promoter construct
	
	

	  (-1,918/+189) MMP11sense
	5’- TATAGGTACCGACTGAGGCAGGAGAATG -3’
	KpnI

	  (-1,655/+189) MMP11 sense
	5’- TATAGGTACCGACCACAGCCTCACCTTT -3’
	KpnI

	  (-1,209/+189) MMP11 sense
	5’- TATAGGTACCTGCTCTCCAACTCCTGAC -3’
	KpnI

	  (-1,030/+189) MMP11 sense
	5’- TATAGGTACCTACTCCACTCAGACACCTC -3’
	KpnI

	  Antisense
	5’- ATATAAGCTTTTAAGAAGCCACTGTAGCA -3’
	HindIII

	Primers for MMP11 promoter site-directed mutagenesis
	
	

	 Binding site 1 mutation sense
	5’-CTGTGAAACATTTCcaacatatagtCCCTTTCTTGG -3’
	

	  Binding site 1 mutation antisense
	5’-CCAAGAAAGGGactatatgttgGAAATGTTTCACAG -3’
	

	  Binding site 2 mutation sense
	5’-AGGTGTGTGCCACcgagttgaattAATTTTTGTATTTTT -3’
	

	  Binding site 2 mutation antisense
	5’-AAAAATACAAAAATTaattcaactcgGTGGCACACACCT-3’
	

	  Binding site 3 mutation sense
	5’-GACCTCGTGA taagttgatatCGGCCTCCCAAAG -3’
	

	  Binding site 3 mutation antisense
	5’-CTTTGGGAGGCCGatatcaacttaTCACGAGGTC -3’
	

	Primers used for ChIP in the MMP11 promoter
	
	

	  Distant region sense
	5’- GACACTGAAGCAGGCATT -3’
	

	  Distant region antisense
	5’- CGGATCACAAGAGACCATC -3’
	

	  Binding site 1 sense
	5’- CTTGCAGTGAGCCGAGAT -3’
	

	  Binding site 1 antisense
	5’- AGAAGGAAAGGAGGTGAGAC -3’ 
	

	  Binding site 2,3sense
	5’- ATGGAGTCTCGCTCTGTC -3’
	

	  Binding site 2,3antisense
	5’- GAAGGATGCTGTCAGAAGG -3’
	

	shRNA sequences

	
	

	  LV-shTCF3-1 sense
	5’-CCGGCAGCCTCTCTTCATCCACATTCTCGAGAATGTGGATGAAGAGAGGCTGTTTTTG-3’
	

	  LV-shTCF3-1 antisense
	5’- AATTCCAAAAACAGCCTCTCTTCATCCACATTCTCGAGAATGTGGATGAAGAGAGGCT-3’
	

	  LV-shTCF3-2  sense
	5’- CCGGCCCGGATCACTCAAGCAATAACTCGAGTTATTGCTTGAGTGATCCGGGTTTTTG-3’
	

	  LV-shTCF3-2 antisense
	5’- AATTCCAAAAACCCGGATCACTCAAGCAATAACTCGAGTTATTGCTTGAGTGATCCGG-3’
	

	  LV-shMMP11-1 sense
	5’-CCGGGATGTCCACTTCGACTATGATCTCGAGATCATAGTCGAAGTGGACATCTTTTTG-3’
	

	  LV-shMMP11-1 antisense
	5’-AATTCCAAAAAGATGTCCACTTCGACTATGATCTCGAGATCATAGTCGAAGTGGACAT-3’
	

	  LV-shMMP11-2 sense
	5’-CCGGCGCCTTCTACACCTTTCGCTACTCGAGTAGCGAAAGGTGTAGAAGGCGTTTTTG-3’
	

	  LV-shMMP11-2 antisense
	5’-AATTCCAAAAACGCCTTCTACACCTTTCGCTACTCGAGTAGCGAAAGGTGTAGAAGGC-3’
	

	  LV-shControlsense
	5’-ccggTTCTCCGAACGTGTCACGTCTCGAGACGTGACACGTTCGGAGAATTTTTg-3’
	

	  LV-shControlantisense
	5’-aattcAAAAATTCTCCGAACGTGTCACGTCTCGAGACGTGACACGTTCGGAGAA-3’
	


ChIP, chromatin immunoprecipitation; TCF3; sh/shRNA, short hairpin RNA; MMP11.

