Exploring the shared gene signatures and potential molecular
mechanisms between chronic endometritis and recurrent pregnancy
loss based on transcriptomic analysis
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Supplementary Figure 1. The differentially expressed analysis.
(A) The heatmap of DEGs in CE, red and blue colors represent upregulated and downregulated genes
respectively. (B) The heatmap of DEGs in RPL, red and blue colors represent upregulated and

downregulated genes, respectively.
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