Supplementary Table S1. Baseline characteristics of asthma and cardiovascular diseases,

	Trait
	Year
	Author
	Population
	Sample Size
	n case
	n control
	n SNP

	Asthma
	2021
	Valette K
	European
	408,442
	56,167
	352,255
	34,551,291

	Coronary heart disease
	2021
	-
	European
	-
	21,012
	197,780
	16,380,466

	Hypertension
	2021
	-
	European
	-
	55,917
	162,837
	16,380,466

	Atrial fibrillation
	2018
	Nielsen JB
	European
	1,030,836
	60,620
	970,216
	33,519,037

	Heart failure
	2020
	Shah S
	European
	977,323
	47,309
	930,014
	7,773,021

	Type 2 diabetes
	2021
	-
	European
	-
	17,268
	184,778
	16,380,418

	Transient ischemic attack
	2021
	-
	European
	-
	8,835
	205,799
	16,380,437

	Ischemic stroke
	2018
	Malik R
	European
	440,328
	34,217
	406,111
	8,296,492

	Pulmonary embolism
	2021
	-
	European
	-
	4,185
	214,228
	16,380,466

	Peripheral artery disease
	2021
	-
	European
	-
	7,098
	206,541
	16,380,453

	Myocardial infarction
	2021
	-
	European
	-
	12,801
	187,840
	16,380,433


SNP: single nucleotide polymorphism

Supplementary Table S2. Single nucleotide polymorphisms used as instrumental variables in the Mendelian randomization analyses of Asthma.
	SNP
	Chr
	EA
	NEA
	Beta
	SE
	F

	rs10178845
	2
	A
	G
	-0.0616566
	0.00717229
	73.89947198

	rs10486391
	7
	G
	A
	-0.0388573
	0.00665024
	34.14038988

	rs10912564
	1
	T
	C
	0.0392578
	0.00711045
	30.48285329

	rs11071559
	15
	T
	C
	-0.0846874
	0.00976462
	75.21851911

	rs11088309
	21
	G
	C
	0.0604575
	0.00931455
	42.12835348

	rs11178649
	12
	T
	G
	-0.0429255
	0.00664703
	41.70357832

	rs112119265
	7
	G
	T
	-0.0778066
	0.0138091
	31.7468032

	rs112267124
	17
	A
	G
	0.0428843
	0.00769944
	31.02246093

	rs113981909
	10
	A
	G
	-0.0613974
	0.010526
	34.0228823

	rs11567923
	10
	CT
	C
	0.0497903
	0.00839034
	35.21504432

	rs117552144
	19
	T
	C
	0.079499
	0.0138067
	33.15441949

	rs117710327
	19
	A
	C
	-0.126406
	0.013395
	89.05284833

	rs11816044
	10
	A
	G
	-0.0473268
	0.00698072
	45.96335456

	rs12123821
	1
	T
	C
	0.145713
	0.0153134
	90.54223675

	rs12365699
	11
	A
	G
	-0.0535351
	0.00879601
	37.04278926

	rs12964116
	18
	G
	A
	0.107619
	0.0176522
	37.16876226

	rs13099273
	3
	T
	A
	-0.0535817
	0.00662712
	65.37040581

	rs13277355
	8
	G
	A
	-0.04056
	0.00732646
	30.64823015

	rs1444782
	10
	A
	G
	-0.095445
	0.00660017
	209.1192412

	rs148639908
	6
	AT
	A
	-0.0707346
	0.00717229
	73.89947198

	rs1608555
	7
	T
	C
	0.0377471
	0.00682176
	30.61767327

	rs1684466
	3
	A
	G
	-0.0568948
	0.00701248
	65.82634661

	rs16903574
	5
	G
	C
	0.0865509
	0.0125488
	47.5703837

	rs17454584
	4
	G
	A
	0.0597932
	0.00789077
	57.41993504

	rs174557
	11
	G
	A
	-0.0454741
	0.00705517
	41.54427004

	rs1837253
	5
	C
	T
	0.108356
	0.00748003
	209.8442739

	rs1870140
	10
	G
	A
	-0.049794
	0.00906558
	30.16898602

	rs200491113
	9
	GTAGA
	G
	-0.128778
	0.0187364
	47.23989528

	rs2296618
	1
	G
	A
	-0.0618798
	0.0096286
	41.30183863

	rs2477923
	10
	C
	T
	-0.0361313
	0.00656022
	30.33389932

	rs2800040
	6
	A
	G
	-0.037524
	0.00684914
	30.01539347

	rs28498223
	14
	T
	C
	0.0497316
	0.00731458
	46.22574814

	rs2988277
	1
	T
	C
	-0.0441186
	0.00666025
	43.87935714

	rs3024971
	12
	G
	T
	-0.112196
	0.0106267
	111.46943

	rs34290285
	2
	A
	G
	-0.0988716
	0.00750984
	173.3323516

	rs35225972
	11
	A
	G
	0.0438135
	0.00702312
	38.91827574

	rs35320232
	1
	T
	G
	-0.0557751
	0.0101299
	30.31574688

	rs35441874
	16
	A
	T
	-0.0824693
	0.00761464
	117.2961448

	rs35467801
	5
	GT
	G
	-0.0454325
	0.00732172
	38.50391687

	rs35570272
	3
	T
	G
	0.0509447
	0.00670108
	57.79713169

	rs35621564
	7
	G
	A
	-0.0443909
	0.00681856
	42.3838536

	rs368981
	9
	A
	G
	0.0561843
	0.0072267
	60.44324461

	rs3785356
	16
	T
	C
	0.0563
	0.00716317
	61.77377567

	rs3827780
	6
	A
	G
	-0.0368473
	0.00656749
	31.47823502

	rs413214
	5
	A
	G
	0.0469332
	0.00671099
	48.90857648

	rs4722758
	7
	G
	C
	0.0634119
	0.00814979
	60.54057885

	rs4736639
	8
	C
	G
	-0.0397258
	0.0072377
	30.12603812

	rs4739738
	8
	A
	G
	-0.067912
	0.00680464
	99.60487778

	rs4795401
	17
	G
	A
	-0.102554
	0.00652498
	247.0271637

	rs479844
	11
	G
	A
	0.0403223
	0.00655551
	37.83341095

	rs5743618
	4
	A
	C
	-0.0664448
	0.00786149
	71.43485009

	rs61816766
	1
	C
	T
	0.135284
	0.0186871
	52.409127

	rs72823641
	2
	A
	T
	-0.147841
	0.00961818
	236.2663409

	rs7423358
	2
	C
	T
	0.0430394
	0.00764835
	31.66611485

	rs7626218
	3
	T
	A
	-0.0413534
	0.00667906
	38.33448455

	rs76493820
	5
	G
	C
	0.0863742
	0.0140655
	37.70991896

	rs7734635
	5
	G
	A
	0.0767811
	0.00906625
	71.72179526

	rs7770794
	6
	A
	G
	0.0415551
	0.0072243
	33.0868172

	rs78556180
	1
	T
	G
	0.0506806
	0.00922962
	30.15183358

	rs7936312
	11
	T
	G
	0.0838325
	0.00652802
	164.9148469

	rs7961712
	12
	A
	G
	0.0564852
	0.00917211
	37.92527214

	rs802731
	6
	G
	C
	0.0479182
	0.00733727
	42.65106338

	rs848
	5
	C
	A
	-0.0963344
	0.00847156
	129.3105279

	rs912131
	13
	G
	A
	0.0580773
	0.00713704
	66.21775422

	rs919826
	9
	C
	T
	-0.0357527
	0.00654304
	29.85770427

	rs9260752
	6
	A
	G
	0.180227
	0.0320378
	31.64551798

	rs9272226
	6
	T
	C
	-0.0897705
	0.00946208
	90.0102422

	rs9273386
	6
	C
	T
	0.133835
	0.00915469
	213.7223764

	rs981625
	13
	G
	C
	0.0724725
	0.0132157
	30.07211796

	rs992969
	9
	G
	A
	-0.119909
	0.0075617
	251.4563162

	rs33978241
	9
	GT
	G
	0.0640799
	0.00796494
	/

	rs11402155
	17
	CT
	C
	-0.0450083
	0.00755293
	/


Chr: chromosome; EA: effect allele; NEA: non-effect allele; SE: standard error; SNP: single-nucleotide polymorphisms

