Table S 1 Primer sequence of siRNA ACACA
	Gene ID
	Primers
	Primer sequence (5’-3’)

	31（ACACA）
	Forward Primer
	CUGGCUAUUACUUGGAUAU

	
	Reverse Primer
	AUAUCCAAGUAAUAGCCAG
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Fig S 1 The top 20 of bubble plot of KEGG enrichment for DEGs at three time points.
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Fig S 2 A Different concentration of SiRNA affect the expression of intracellular ACACA mRNA B The effect of different concentrations of CMS-121 on cell viability after 24 hours of incubation.
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