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Table S1. Fungal guild classifications from the FungalTraits database (Põlme and others 2020) aligned with the broad guild classifications used in this study.
Table S2. PERMANOVA results for the effects of nitrogen addition on the overall fungal community and the ectomycorrhizal community within the forest floor leaf litter and soil layers. 
Table S3. Fungal groups that differ significantly between N addition and control plots based on generalized linear model and ANOVA analyses. 
Table S3. ANOVA results evaluating nitrogen addition effects on fungal community and soil chemical properties. 
Table S4. Fungal genera that differ significantly between N addition and control plots based on  generalized linear model and ANOVA analyses. 
 








Table S1. Guild classifications assigned to OTUs by FungalTraits (Põlme and others 2020) and the broad guild classifications combining FungalTraits (Põlme and others 2020) classifications that were used in this study.

	FUNguild classifications
	Broad guild classification 

	Animal endosymbiont
	Animal endosymbiont

	Arbuscular mycorrhizal 
	Arbuscular mycorrhizal 

	Ectomycorrhizal 
	Ectomycorrhizal 

	Foliar endophyte
	Endophyte

	Root endophyte
	Endophyte

	Epiphyte
	Epiphyte

	Lichenized
	Lichenized

	Algal parasite
	Parasite

	Animal parasite
	Parasite

	Lichen parasite
	Parasite

	Mycoparasite
	Parasite

	Plant pathogen
	Plant pathogen

	Dung saprotroph
	Saprotroph

	Litter saprotroph
	Saprotroph

	Nectar/tap saprotroph
	Saprotroph

	Pollen saprotroph
	Saprotroph

	Soil saprotroph
	Saprotroph

	Unspecified saprotroph
	Saprotroph

	Wood saprotroph
	Saprotroph

	Sooty mold
	Sooty mold

	Unassigned
	Unassigned

	Unspecified symbiotroph
	Unspecified symbiotroph

	

	

	
	





Table S2. Results from permutational analysis of variance (PERMANOVA) on forest floor leaf litter and soil samples collected from beneath O. mexicana focal tree within control and nitrogen addition plots. We tested for the effect of nitrogen addition treatment on overall fungal community composition and ectomycorrhizal community composition in the forest floor leaf litter, organic horizon and mineral soil from 0-5 cm and 15-20 cm depths. 

	Overall fungal community 

	Layer
	R2 value
	P-value

	Forest floor leaf litter
	0.06
	0.14

	Organic horizon
	0.06
	0.34

	Mineral soil (0-5 cm depth)
	0.08
	0.001

	Mineral soil (15-20 cm depth)
	0.06
	0.02

	Ectomycorrhizal community 

	Layer
	R2 value
	P-value

	Forest floor leaf litter
	0.15
	0.55

	Organic horizon
	0.07
	0.21

	Mineral soil (0-5 cm depth)
	0.05
	0.46

	Mineral soil (15-20 cm depth)
	0.06
	0.16














Table S3. Results from multivariate generalized linear model analysis for significant effects of nitrogen addition on the fungal groups (non-ectomycorrhizal agaricomycetes, ectomycorrhizal agaricomycetes, non-ectomyciorrhizal ascomycota, ectomycorrhizal ascomycota, non-agaricomycete basidiomycetes and all other fungi) beneath O. mexicana focal trees. Wald test statistics and p-values were determined using an analysis of variance. 


	Fungal group
	P-value
	Test statistic

	Mineral soil (including 0-5 and 15-20 cm depths)

	Non-ectomycorrhizal agaricomycetes
	0.001
	5.0970063

	Ectomycorrhizal agaricomycetes
	0.083
	1.6687022

	Ectomycorrhizal ascomycota
	0.113
	1.3733153

	Other
	0.204
	1.1381727

	Non-ectomycorrhizal ascomycota
	0.233
	1.1735786

	Non-agaricomycete Basidiomycete
	0.764
	0.2857096

	Mineral soil (0-5 cm)

	Non-ectomycorrhizal agaricomycetes
	0.002
	4.4732075

	Ectomycorrhizal agaricomycetes
	0.081
	1.7854988

	Non-agaricomycete Basidiomycete
	0.346
	1.1444281

	Other
	0.366
	1.0486173

	Ectomycorrhizal ascomycota
	0.402
	0.8530589

	Non-ectomycorrhizal ascomycota
	0.464
	0.7224543

	Mineral soil (15-20 cm)

	Non-ectomycorrhizal agaricomycetes
	0.030
	3.2814400

	Ectomycorrhizal agaricomycetes
	0.144
	1.1212200

	Ectomycorrhizal ascomycota
	0.346
	0.8190170

	Other
	0.346
	0.7138698

	Non-ectomycorrhizal ascomycota
	0.370
	0.9308001

	Non-agaricomycete Basidiomycete
	0.682
	0.3874201








Table S4. Results from ANOVAs with N addition treatment, forest floor leaf litter or soil layer, and their interaction as the fixed effects, and fungal community and soil chemical properties as the response variables. 

	
	N addition
	Layer
	N addition *Layer

	Soil chemical property
	F statistic
	P-value
	F statistic
	P-value
	F statistic
	P-value

	15Nmineral soil-litter 
	12.37
	0.004
	21.47
	<0.0001
	0.33
	0.73

	Inorganic P (Bicarbonate extractable)
	5.32
	0.04
	44.56
	<0.0001
	0.69
	0.42

	Organic P (Bicarbonate extractable)
	3.55
	0.09
	12.38
	0.006
	0.15
	0.71

	Inorganic P (NaOH extractable)
	0.003
	0.95
	8.01
	0.02
	0.03
	0.86

	Organic P (NaOH extractable)
	1.01
	0.34
	6.26
	0.03
	1.37
	0.27

	ECM:SAP ratio
	0.26
	0.61
	18.52
	<0.0001
	1.55
	0.23

	ECM relative abundance
	0.29
	0.60
	19.54
	<0.0001
	1.48
	0.25

	SAP relative abundance 
	0.98
	0.33
	0.66
	0.58
	1.11
	0.37

	Cortinarius relative abundance
	11.80
	0.003
	7.24
	0.002
	1.76
	0.19

	
	
	
	
	
	


























Table S5. Results from multivariate generalized linear model analysis for significant effects of nitrogen addition on the 100 most abundant fungal general beneath O. mexicana focal trees. Wald test statistics and p-values were determined using an analysis of variance. Simplified guild assignments for each fungal genus are provided.

	Genus
	P-value
	Test statistic 
	Guild

	Organic horizon

	Trechispora
	0.005
	10.37
	Saprotroph

	Neofusicoccum
	0.014
	7.17
	Plant pathogen

	Cenococcum
	0.035
	4.37
	Ectomycorrhizal

	Entorrhiza
	0.057
	3.14
	Plant pathogen

	0-5 cm mineral soil depth

	Apiotrichum
	0.001
	11.01
	Saprotroph

	Archaeorhizomyces
	0.001
	11.15
	Saprotroph

	Cortinarius
	0.002
	11.00
	Ectomycorrhizal

	Davidhawksworthia
	0.003
	8.72
	Saprotroph

	Chaetomium
	0.009
	8.39
	Saprotroph

	Cheilymenia
	0.009
	7.97
	Saprotroph

	Sugiyamaella
	0.023
	3.78
	Endosymbiont

	Sporisorium
	0.030
	6.62
	Plant pathogen

	Serendipita
	0.031
	4.97
	Endophyte

	Trechispora
	0.038
	4.54
	Endosymbiont

	15-20 cm mineral soil depth

	Cortinarius
	0.011
	9.54
	Ectomycorrhizal

	Ganoderma
	0.013
	6.87
	Plant pathogen

	Hymenoscyphus
	0.022
	6.00
	Saprotroph

	Membranomyces
	0.025
	5.86
	Ectomycorrhizal

	Lactarius
	0.032
	5.40
	Ectomycorrhizal

	Mortierella
	0.034
	2.90
	Saprotroph

	Archaeorhizomyces
	0.049
	2.91
	Saprotroph

	Genea
	0.054
	5.40
	Ectomycorrhizal



